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Chapter 1 - Introduction 
 
It starts with a lie, of sorts. 
In preparation for their visit to Ireland while I studied abroad at Trinity College Dublin 
my parents began actively searching for confirmation of their Irish ancestry. On my mother’s 
side, the narrative passed to me throughout my childhood went as follows: my mother’s mother 
was named Goldie. Her mother was Gladys, and Gladys’s mother was Cathleen O’Hooley of 
County Cork. In her later years, my grandmother must have muddled the details together, 
because Cathleen is actually Catherine McSweeney, her maternal great-grandmother. Gladys’s 
mother was Vinnie Mae Williams - and this is where it gets interesting. 
Vinnie Mae and her three daughters are listed in the Dawes Rolls, the U.S. Government’s 
register of members of the “Five Civilized Tribes” – Cherokees, Choctaws, Chickasaws, 
Muscogees (Creek), and Seminoles (Stremlau 2011:72). Vinnie Mae’s husband, Charles, was 
second-generation German-Irish, and Cherokee by adoption. Public records indicate that 
Gladys’s official blood quantum, the amount of Cherokee ancestry she possessed, was 1/16th, 
which entitled her to a piece of land in the Oklahoma reservation. In the 1930 U.S. census, 
Gladys (now Gladys Swango) listed herself as married, and her race as “In” – Indian. Her 
daughter, my grandmother, was listed as age 3.5 and race “W” – white. In examining a scan of 
the original record, it is also clear that Goldie was initially listed as Indian, but the box was 
partially erased and written over by the census bureau employee. Ten years later, in the 1940 
census, my great-grandmother is listed as age 35, divorced, and white. Somewhere in that decade 
of my grandmother’s childhood, her parents went through a rather nasty divorce, and her mother 
more or less abandoned her Cherokee citizenship. By all accounts, the land she inherited as part 
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of the Dawes Act was sold, and for the rest of her life, my great-grandmother relied on her red 
hair and fair complexion to corroborate her claim of Irish ancestry. 
It makes sense. The U.S. government’s treatment of Native American nations has always 
been apathetic at best and genocidal more often than not. Cherokee sovereignty was virtually 
non-existent by the time my great-grandmother was born. Though her parents actively worked to 
place her on the tribal registry, those registered were subject to the exploitations and paternalism 
of the U.S. government, including the infamous Indian Boarding Schools. While my great-
grandmother’s personal reasons for disinheriting herself of her indigenous legacy remain unclear, 
to be Cherokee in Oklahoma and Kansas was far more difficult than to be Irish in the early 20th 
century. Ultimately, my great-grandmother’s European features permitted her to recreate her 
ancestral narrative.  
This piece of family history remains inconsequential in the grand scheme of my identity. 
I was raised in a white, Quaker household. While I do consider myself as having Irish ancestry, I 
don’t consider myself a member of the Cherokee nation, nor do I intend to pursue registration 
based on my Great-grandmother’s status in the rolls. Steve Russell, a Cherokee sociologist, 
wrote in 2002 “neither skin color, nor a certificate of degree of Indian blood from the Bureau of 
Indian Affairs is sufficient to define Indian identity” (Russell 2002:65). To identify as Cherokee 
would be to take on not just the benefits of tribal citizenship but also a legacy of exploitation, 
cultural genocide, the Trail of Tears, and 500 years of collective indigenous trauma at the hands 
of European colonizers. Given the distance of removal from the tribe in my own family line, I 




As I began research for this thesis, the contrast between whom you claim and who claims 
you as guides for determining identity took on new meaning. I chose to focus my research on 
Chinese adoptees because of the unique circumstances surrounding adoption from China as well 
as the transnational and temporal effects on identity, national affiliation, and self-concept. The 
transracial adoption of Chinese girls to white families requires the adoptive parents to claim a 
child of a different ethnicity as their own in what Barbara Yngvesson refers to as the “‘as if’ 
genealogical families” (Yngvesson 2010:146). This “as if” kinship reproduces more socially 
intelligible heteronormative ideas of kinship wherein children are biologically descended from 
their parents. At the same time, the use of genetic testing subverts this construction of “as if” 
kinship and resurrects bonds to biological relatives and a distant ancestral home. This 
resurrection further complicates notions of racial and ethnic identity through empirically derived 
linkage to a specific place or population. Concurrently, recent anthropological literature argues 
against the genetic determinism and assumptions present in genetic ancestry testing.  
This thesis begins with a central question: what role or roles do personal genetic testing 
(PGT) play in the narrated life history of Chinese adoptees? I believe this is a fascinating 
question, but my experiences presenting my research have shown that not everyone in the 
anthropological community shares this opinion. Thus, while I intend to tackle the central 
question posed above in the body of this thesis, I feel it would be prudent to start with a much 
more basic set of questions – why this topic, and why now?  
In 1991, China’s central government authorized the passage of the country’s first 
comprehensive adoption law. While the law prevented domestic couples from adopting children 
relinquished under the One Child Policy, foreign couples faced no such restrictions. By 2005, 
adoption rates had climbed to 30 times the 1992 statistics, with the State Department recording 
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7,903 children adopted to the United States from China in 2005 (Country Information n.d.). This 
massive surge was sharply tempered by the implementation of certain restrictions on foreign 
adoptive parents beginning in 2005. In 2016, only 1,687 children were adopted from China, now 
one of the most restrictive countries of origin for transnational adoption. 
Concurrent to the rise in adoption rates, the Human Genome Project, a joint public-
private endeavor to sequence the human genome, was well underway. Completed in 2003, the 
project ushered in a “new era” of genomic and genetic technologies. Cheaper sequencing costs, 
greater data pools, and several internationally-partnered projects have since expanded on the 
original HGP to offer glimmers of “precision medicine” tailored to individual patients, an idea 
which many in the medical community have hailed as the future of Western-style medicine. 
These advances in genetic and genomic technologies have driven the cost of sequencing through 
direct-to-consumer (DTC) personal genome kits to below $100 in 2017. At the same time, the 
youngest children adopted between 1991 and 2005 are now turning 13. The majority are over 18, 
able to make their own decisions, and deeply curious about their origins in China. Personal 
genetics offers an avenue to search for information. It is affordable and, moreover, it is indexical, 
empirical, quantitative data. This empiricism contributes to a sense that personal genomics 
provides an objective truth about one’s ancestry or past life in China, and that it can thus be used 
as a base upon which to build a narrative of early life. 
But why this topic? What can we as anthropologists gain from studying a context that is 
niche, even by our standards? Clifford Geertz pointed out that we must not over extend the 
findings of our research and assume that they speak to some fundamental aspect of the culture 
we are studying (Geertz 1973). My research, therefore, will not attempt to fully address loftier 
principles of “truth” and “validity,” though it certainly seeks to incorporate them. Rather, I 
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believe that by seeking to understand how Chinese adoptees understand and construct a narrative 
from the information provided in PGT results, I can offer a case study for how qualitative and 
quantitative information are negotiated to make meaning. In my research, my interlocutors are 
given huge swaths of genotyping, much of it meaningless without the company’s interpretation 
through an algorithm. Similarly, they may have knowledge about their birth city/province, who 
found them, and how they came to be adopted, but it is only through the processes of 
interpretation that meaning is distilled. This process of learning, interpreting, and making 
meaning from information is captured within adoptees’ experiences using PGT. As a result, my 
work gains relevance through exploring how people understand and narrate their lives. 
How do Chinese adoptees use personal genetic testing as a tool for generating narratives 
about their early lives, heritage, and ancestry in China? I have approached this question from two 
separate angles – the social consumption of genomic information in the general public, and the 
particular cultural context in which adoption from China and kinship through adoption are 
viewed. My second chapter addresses the former topic through a brief summary of the genetic 
revolution, from Charles Darwin and Gregor Mendel through the launch of Ann Wojcicki’s 
company 23andMe. I follow with a deeper explanation of how DNA, human migration, and 
human variation are connected. These sections provide a brief overview of the relevant history 
and literature, such that I am able to finish the chapter with a discussion of the ideological 
assumptions underlying the algorithms of PGT services. These algorithms, I argue, are indicative 
of the prioritization of genetic ancestry over other forms of cultural identification. 
As I move into my third chapter, I shift to a lens of anthropological kinship to continue 
examining cultural identification. I begin with a more thorough examination of China’s One 
Child Policy, and seek to frame the effects of the policy not as the cause or reaction to a 
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gendered preference for boys, but as a result of complex and interwoven cultural, historical, and 
economic factors. After examining the circumstances that resulted in their relinquishment, I shift 
to considering adoptees’ lives post-adoption, exploring how adoptive parents engage with 
notions of Chinese culture. Through further analysis of how parents construct and impart kinship 
practices, I argue that their actions as well as the perception of adoption within a European-
American context creates a setting in which adoptees are often defined in terms of their 
“otherness.” PGT services offer a means of physically and indexically establishing a “kinship” 
with China and “Chinese culture.” 
These reviews of the literature combine in Chapter 4, which discusses the findings from 
my own ethnographic work in online communities formed around PGT and adoption, as well as 
interviews conducted over messaging services and videoconference. In this chapter, I consider 
four trends observed in my ethnographic research: how adoptees understand PGT data and 
engage with the question of accuracy; how parental interpretations of data seek to link their 
children to an ancient past rather than a present-day China; the “alternative” uses for PGT, 
specifically as it is used to find birth relatives; and how PGT results interact with national and 
cultural identity. In each of these discussions I have sought to invoke both ethnographic and 
literature sources to contextualize my observations. 
Though I presented the work from this thesis at the American Association of Physical 
Anthropologists Annual Meetings, this work is not exclusively devoted to bioanthropological 
theory and in fact contains relatively little quantitative data. However, I would not consider this 
strictly cultural anthropology either – rather, I argue, this thesis is decidedly biocultural, such 
that both biological and cultural anthropological theories are included and inform one another. 
Such an approach begins to chip away at the four-field divide established by Franz Boas, a 
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divide that makes less and less sense as biology becomes “biosocial” (Ingold 2013; Meloni 
2014). Through examining a cross-field topic, I hope to demonstrate how the biological is made 
social and the social made biological through processes of interpretation and meaning-making. 
Ultimately, this thesis makes a case for a more integrative anthropology, wherein the biological 
and social processes in culture are examined concurrently in scholarship. 
 
A Note on the Terminology 
When I began my internship at the National Council For Adoption in the summer of 
2017, my first task on my first day was to review the handbook before the staff meeting. Midway 
through, there was a page devoted to terminology. As the handbook explained, language in 
adoption is varied and highly politicized. The NCFA, as a non-partisan agency, had to approach 
language from a politically moderate position. The handbook offered a table with terms 
considered widely acceptable for certain topics. Instead of “adoption triad,” “adoption 
constellation,” or other such terms, they asked us to describe the network of birth parents, 
adoptees, and adoptive parents as individual actors. “Intercountry” adoption was preferable over 
“transnational” or “international” adoption. 
While my previous writing on behalf of the organization has adhered to their linguistic 
guidelines, the latter example makes it immediately obvious that this thesis has not. I have 
consistently and nearly exclusively used the terms “transnational adoption,” “adoptee,” and 
“birth mother” in this thesis, and I have done so deliberately and after significant consideration, 
drawing on both my discussions with interlocutors, my work with the NCFA, and relevant 
academic literature. This section seeks to make my work more transparent through explaining 
why I chose to use the terms I did, rather than simply saying, “because I am the expert and I 
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know what I am doing.” I believe that, as an informed academic writer, I have a responsibility to 
explain my language choices throughout this thesis, though I recognize that not everyone will 
agree with my reasoning. 
The State Department, NCFA, and two of the largest adoption agencies in the United 
States with China Adoption programs, all use the term “international adoption.” In contrast, the 
majority of anthropological literature uses “transnational adoption” to describe adoption patterns 
between nations. These patterns deeply favor the global North as “receiving” countries and the 
global South as “sender” countries (Högbacka, 2016:7). In addition, the term “intercountry” 
suggests that this process occurs exclusively in legal and governing state modalities. This fails to 
incorporate the cultural modalities which accompany transnational adoption – the process of 
visiting China to meet the child, the return trips families often make to see their child’s 
birthplace, and the efforts parents make to provide their adopted children with access to Chinese 
culture. “Transnational” adoption implies that this process is an ongoing exchange between two 
countries, and that the adoption process is one where bonds and connections between China and 
America are formed through the kinning process. In order to more fully convey the cultural and 
kinship aspects inherent in adoption between China and the U.S., I have chosen to use the term 
“transnational adoption” in my writing, although I have not changed any quotes which use 
different terminology. 
In a second contradiction to the language accepted within the adoption professional 
community, I have chosen to use the word “adoptee” throughout this thesis. While writing on 
behalf of the NCFA, I was encouraged to use alternative terms to describe persons who had been 
adopted. I chose not to continue with this in my thesis for several reasons. First, the politicization 
of “adoptee” is similar to that of whether one should say “disabled persons” or “persons with 
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disabilities:” it is an issue of placing personhood before the modifier. There are moving 
arguments for both sides, but in the context of this thesis, I am discussing my interlocutors’ 
identities specifically in relation to their adoption. Because I am conducting research that is 
deeply tied to the adopted identity, I needed to distinguish this group of interlocutors from their 
parental figures and other involved parties. Furthermore, virtually all of the literature I reviewed 
uses the term “adoptees.” Finally, there is no linguistically and grammatically suitable substitute 
to convey the same idea without adding additional and unnecessary wordiness to a sentence. 
Based on these considerations, I have elected to use the word “adoptee,” but recognize that 
claiming such a term for oneself is a deeply personal choice. 
The only NCFA term I did continue to use in light of literary contradictions was the term 
“birth mother.” Riitta Högbacka argues against using this term in her book The De-Kinning of 
First Mothers. As she argues, the term “birth mother” “refers only to women whose children are 
adopted and not to all women who give birth…emphasizing birthing implies that it is others who 
will become the parents” (Högbacka, 2016:4). Instead, she offers the term “first mother” to 
acknowledge the multiple motherhoods of adoption and to end the process of de-kinning first 
mothers through denying their motherhood. While I agree with Högbacka, and I find her 
alternative term acceptable, I needed to be able to communicate effectively in my field research, 
and so have continued to use the term “birth mother” as well as “birth family” because these are 
the terms accepted both within the community of adoption professionals and within communities 
of adoptees. 
Throughout this thesis, readers will also note that I have chosen to use the term “Chinese-
American” with a hyphen. I reflect on the politics of this term further in Chapter 4, but have 
chosen to use this term because it implies a transnational identity across time, space, and nation. 
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As a result, the term is in keeping with my reasoning for using “transnational adoption” and I 
have continued to use both. 
Finally, it is important to differentiate between “genetics” and “genomics” as these terms 
are frequently considered interchangeable when in fact they are not. A “gene” is the single unit 
of inheritance, while the “genome” refers to “the full complement of all genetic information 
within the organism” (Mukherjee 2016:499). The World Health Organization differentiates 
between genetics and genomics such that “genetics scrutinizes the functioning and composition 
of the single gene where as [sic] genomics addresses all genes and their inter relationships in 
order to identify their combined influence” (WHO | WHO Definitions of Genetics and 
Genomics, n.d.). 
Direct-to-consumer DNA tests do not easily fit within either category. While they study 
“the whole genome” in that the tests do not focus on a specific gene, they do not examine genes’ 
interactions as the WHO definition of genomics implies. Furthermore, these tests are limited in 
scope – though they report findings from all over the genome, tests sequence and review only a 
fraction of the more than 1 billion base pairs in human DNA. 23andMe frequently uses the term 
DNA, but occasionally uses “genetics.” It is perhaps a tad surprising, given humans’ desire to 
classify and parse variance into distinct categories, that there is not yet a word for the space 
between genetic and genomic. Based largely on arbitrary choice, I have used genetic throughout 
my work, but I have referred to the tests as both Personal Genetic Testing and Direct-to-





Chapter 2 – Genetics and the Popular Imagination 
 
At a White House East Room ceremony in June of 2000, representatives from the 
National Institutes of Health and Celera CEO Craig Venter jointly unveiled the first complete 
sequence of the human genome. This ceremony did not mark the end of the Human Genome 
Project, which would finally reach completion in 2003, but rather a short-lived armistice between 
public and private enterprises racing to be the first to sequence the complete genome. President 
Bill Clinton declared, “without a doubt, this is the most important, most wondrous map ever 
produced by humankind” (Mukherjee 2016:319) and “I believe one of the great truths to emerge 
from this triumphant expedition inside the human genome is that in genetic terms, all human 
beings regardless of race, are more than 99.9 percent the same” (Roberts 2011:50). During his 
own speech, Craig Venter noted that the genome unveiled came from sequencing five individual 
genomes – three females and two males “who have identified themselves as Hispanic, Asian, 
Caucasian, or African-American” but “there’s no way to tell one ethnicity from another…race 
has no genetic or scientific basis” (Venter, quoted in Mukherjee 2016:319 and Roberts 2011:51). 
Both public and private stakeholders in the project stressed the lack of evidence for a “biological 
basis of race,” seeking to ease widespread concerns in the scientific community.  While post-
WWII views held that race was in some part a social construct rather than a biological one, 
arguments for biological, irreconcilable differences between racial groups persisted, as did the 
(bio)social category of race evident in both Clinton and Venter’s remarks. Would the results of 
the HGP prove a biological basis for racial categories of humans, and how should the community 
respond if this was the case? 
	 12 
The human genome provides no evidence for distinct racial categories as they are defined 
in a socio-historical context. Race categories (black, white, or Asian for example), while relevant 
to a contemporary U.S. socio-political context, are not supported through analysis of genetic 
variation. Alan Templeton’s 1999 article demonstrates “there is only one evolutionary lineage of 
humanity and there are no subspecies of races under either the traditional or phylogenetic 
definitions” (Templeton 1999:647). This is not to say that patterns of genetic variation do not 
exist, but rather that the context in which race as a means of structural oppression has existed for 
the last five centuries cannot be explained through patterns of genetic variation. We are more 
alike than we are different at a broad level. Despite such conclusions, in 2005, the FDA approved 
its first racially-targeted drug – BiDil, for use specifically in African-Americans (Roberts 
2011:176).1 In the 15 years since the Human Genome Project’s completion, geneticists have 
argued against a biological basis for race as companies simultaneously market genetic ancestry 
testing based on a racialization of population genetics. That this seemingly paradoxical 
phenomenon exists is not merely a result of cognitive dissonance, but rather a reflection of the 
wider assumptions about the genome, the relationships between historical and present-day 
populations, and the high value placed on empirical evidence as a meaning-making device. The 
scientific processes underlying genetic ancestry testing and recreational genetics as a whole are 
not incorrect or unfounded. It is the assumptions with which consumers enter into their genetic 
exploration that require examination. The narratives of human migration and variation, the 
attempt to map a present-day snapshot of the human population onto an imagined past, and the 
often incidental composition of sample populations for ancestry analysis each rely on ideas of 																																																								
1 Obasogie et. al. (2015) conducted a quantitative review of genetics and medical journals to 
compare “biological” verses “social” conceptualizations for race. The study found that biological 
and geographic conceptualizations of race made up the majority of conceptualizations, though 
social conceptualizations occurred concurrently. 
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bounded populations. Moreover, these narratives tend to reflect current racial biases rather than 
speak to established human genetic variation. Yet these assumptions underlying the 
interpretation of personal genetics testing are also what enable consumers to envelope the 
information they receive into their larger life narrative; in essence, to make meaning from 
knowing.  
This chapter traces the genome from a brief history of relevant scientific discoveries 
through social upheavals in eugenics and the HGP to understand the foundations upon which 
PGT exists. It then considers several general assumptions that consumers and wider society make 
about the nature of the genome, ancestry testing, and genetic connections to health and disease. 
Through this, I intend to lay a contextual foundation for my analysis of my ethnographic work in 
Chapter 4. 
 
A Condensed History of Genetics 
Classical genetics began with Gregor Mendel’s first crop of pea plants in 1856. Mendel, 
an Austrian monk and failed science teacher, systematically crossed thousands of pea plants until 
his death in 1884. He published his initial findings to little fanfare in 1865, but after their re-
discovery, Mendel was credited with principle discovery of three laws of genetic inheritance – 
the law of segregation, the law of dominance, and the law of independent assortment (Mukherjee 
2016). 
Mendel’s pea plant studies looked exclusively at the results produced in seven 
characteristics over each generation – plant height (tall or short), flower color (white or violet), 
flower position (the tip of the plant or on the branches), pea pod shape (smooth or wrinkled), pea 
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pod color (yellow or green), pea color (yellow or green), and pea texture (smooth or wrinkled).2 
These variable characteristics are what we now call alleles – different phenotypic expressions of 
the same gene. Mendel’s results showed that alleles could be passed along with strong fidelity 
through generation after generation, that they might disappear and reappear from one generation 
to the next, and that the ratio of alleles remains stable after several generations of crosses. These 
observations gave way to Mendel’s first two laws. First, the law of segregation, states that an 
offspring will inherit one copy of each allele from each parent. Second, the law of dominance 
asserts that some alleles will always be expressed even if the genome contains two different 
alleles for the same gene (i.e.: is heterozygous). Thus, a plant with both alleles for purple and 
white flowers will always have purple flowers if the purple allele is dominant. Only a plant with 
two copies of the white flower allele will express white flowers. 
Because pea plants are sexually reproductive flowers, Mendel was able to hand-pollinate 
and tightly control his experiments.3 Furthermore, Mendel selected seven traits that lie on 
different chromosomes in the plant genome, and thus each trait could be inherited independently 
of the others. This characteristic led to the development of his final law. The law of independent 
assortment states that each trait will be inherited separately from all other traits, meaning pea 
plants can have virtually any combination of the seven characteristics Mendel studied. 
																																																								
2 It so happens that each of these traits have only two alleles and a strict dominant/recessive 
pattern of expression. It is possible that the fidelity of these traits through generations of 
offspring is what led Mendel to select these specific traits, it is also possible that it was entirely 
coincidental. Scientists later discovered that many other genes have more complex patterns of 
expression.	
3 Later in life, a colleague suggested that Mendel attempt his experiments on hawkweed, which 
reproduces without the aid of gametes. Predictably, these experiments failed. Had Mendel not 
chosen to work with pea plants, he might never have discovered the patterns of inheritance that 
have informed a field of biological science for over a century. 
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This final law is highly conditional, and this conditional nature has enabled geneticists to 
theorize human ancestry in genetic terms. Gametes, the eggs and sperm that combine at 
fertilization, are haploid cells, meaning they contain only one copy of each chromosome, while 
somatic (body) cells have two. During meiosis, the cell division process that creates gametes, 
chromosomes (still in a set of two) pair together and undergo a process called crossing over. 
Here, chromosomes swap portions of their DNA within each pair, and only one of these 
recombined chromosomes will be passed to an egg or a sperm cell. This random assortment 
technique increases variation within a population, to a certain extent, by increasing the variation 
between parents and offspring. Linkage disequilibrium refers to the probability value that two 
segments of DNA will remain together during crossing over. DNA segments that sit very close 
together on a chromosome will likely travel together over more generations than segments lying 
at opposite ends, because the actual cleavage in the DNA is less likely to occur within a smaller 
gap than over a very wide range (ScienceDirect Topics n.d.). 
With these laws in mind, we turn to the social history of genetics. Charles Darwin’s On 
the Origin of Species was published in 1856, the same year Mendel began his pea plant 
experiments. The book sparked an important discussion within the budding field of anthropology 
– where did humans, and more specifically human races, come from? By the early 1900’s, two 
theories existed. Proponents of polygenism argued that human races had arisen from five distinct 
ancestral groups. The alternative theory, monogenism, held that all humans, regardless of racial 
categorization, had arisen from a common ancestor. This debate over human origins influenced 
anthropologists’ subscription to the “racial science” of eugenics. Humans, many anthropologists 
argued, could seek to better the population as a whole through selective breeding programs 
designed to weed out “bad” traits – low intelligence or undesirable (read: non-European or non-
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Aryan) features, for example. Eugenics and the nature of human origins became sites of 
experimentation, heated debate, and heavily racialized (and racist) “science” (Gould 1996). 
The rise of Hitler in Germany brought the dark possibilities of eugenics to the forefront 
of world politics. Hitler’s commitment to upholding and protecting the “Aryan race” led to 
extreme policies informed by eugenic science; these policies were part of an effort to purge 
society of Jews, Romani, the congenitally disabled, and queer individuals, many of whom were 
gassed in concentration camps. The horrors of Nazi Germany need not be revisited in depth here, 
but by the time the war had ended, eugenics had become forever associated with one of the 
largest genocides in human history. As a result, scientists conducting research post-WWII took 
great care to distance their work from any eugenic connection, but debate over the exact 
specificity of human races remained a topic of discussion throughout the latter 20th century. 
It is in this post-WWII setting that James Watson and Francis Crick, having borrowed 
(without due credit) Rosalind Franklin’s work with X-ray crystallography, announced their first 
complete model of the structure of DNA in 1953 (Mukherjee 2016). The model used a double 
helix structure created by a sugar-phosphate backbone to link the base pairs of DNA – Adenine, 
Guanine, Thymine, and Cytosine. These base nucleotides, abbreviated A, G, T, and C, 
respectively, could pair in certain ways (A to T and C to G) to form the entire human genome. 
Armed with this information, scientists turned to questions of translating form into function – 
how does the human genome’s structure result in observed phenotypic expression? 
Understanding that some diseases such as cystic fibrosis, hemophilia, and sickle cell anemia had 
a clear heritability in family lines, scientists argued that, if researchers could understand the 
cause of these diseases at the genetic level, they might better focus clinical research efforts to 
find a treatment or cure (Mukherjee 2016:261-264). Scientists sought to explain phenotype 
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through sequencing DNA, but struggled to sequence cheaply and accurately with the technology 
available. In 1983, Martin Kreitman published his sequence of the fruit fly (Drosophila 
melanogaster) alcohol dehydrogenase gene (Adh), the first gene to be sequenced through direct 
genetic sequencing, signaling a landmark shift in sequencing methodology (Kreitman 1983).  
With advances in computer technology, improved DNA extraction and purification methods, and 
more efficient lab machinery, replicating and sequencing the human genome remained expensive 
but more feasible with each passing year. 
In 1984, a year after the publication of Kreitman’s paper, the U. S. Department of Energy 
first convened a group of experts to discuss the possibility of sequencing the entire human 
genome through a direct sequencing process (Mukherjee 2016:301). After years of meetings, 
consultations, and bureaucratic red tape, the National Institutes of Health emerged as the leader 
of the Human Genome Project (HGP) in 1989 (306). In time, other nations opened their labs to 
the project, and as scientists neared the complete sequence – having first sequenced the fruit fly, 
E. coli, honeybee, and chimpanzee genomes for practice – concern as to the impact that the 
results of the HGP would have on race emerged from the shadows. Would DNA donated by 
“three females and two males who have identified themselves as Hispanic, Asian, Caucasian, or 
African-American” provide boundaries for human racial categories (319)? In fact, as project 
leaders stressed, the genome unveiled at the White House ceremony specifically disproved the 
existence of distinct human races on a genetic level. However, as Dorothy Roberts argues in the 
introduction of her book Fatal Invention “race is very real as a political grouping of human 
beings and has actual consequences for people’s health, wealth, social status, reputation, and 
opportunities in life” (Roberts 2011:5). Despite the insistence from the scientific community that 
race is not genetic, race as a biosocial reality shapes the ways in which researchers and 
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consumers of genetic information engage with the human genome and genetic diversity. 
Furthermore “the mid-twentieth century retreat from scientific racism with the shift from ‘race’ 
to population… has been accompanied by the reconfiguration rather than the disappearance of 
the discursive elements of family, gender, nation and ‘race’” (Nash 2004:5). Race, population, 
and gene are not unconnected ideas, rather gene and by extension genetic ancestry has become a 
new way to consider race and ethnic identification in an empirical light. 
Shifting the boundaries of racial/ethic categories is not new. In public discourses on race, 
normative categories follow a consistent pattern – White, Black/African-American, Asian/Pacific 
Islander, Hispanic, and Native/Indigenous American. But these categories only exist because the 
U.S. Office of Management and Budget released Statistical Policy Directive 15 in 1977, dictating 
that these categories be used in demographic surveys funded in part by federal money. This 
directive also established Hispanic identity as an “ethnicity” rather than a racial identity 
(wonder.cdc.gov n.d.). These categories group people together on a haphazard combination of 
shared history, language, and skin tone while ignoring cultural and ethnic ties. For example, the 
term “Hispanic” includes Spanish colonizers, but does not necessarily include Portuguese-
speaking Brazilians, while the term Latinx (not formally addressed as a racial or ethnic identity) 
generally refers to those of Mexican, Central, and South American heritage. Separately, the 
history of the U.S. census demonstrates just how malleable race has been in U.S. history. Now 
approaching its 22nd iteration, the census lists 19 categories for racial/ethnic identification, 
frequently based on national or ancestral identity (e.g.: Cuban, Samoan, or Japanese). However, 
past censuses have included categories based on slave status, and even gender.4 Both the OMB 
Statistical Policy Directive 15 and the history of the U.S. census demonstrate the malleability of 																																																								
4 The 1790-1840 censuses list two separate categories distinguishing Free White Males from 
Free White Females. 
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race. In the genomic and post-genomic era, racial identification is once again remade, this time 
supported by the process of human migration. 
 
Out of Africa – the Homo sapiens migration from 500kya to the Present Day 
Understanding human migration since the emergence of Homo sapiens provides a basic 
platform upon which bioanthropologists and geneticists connect genetic variation to ancestry and 
heritage. Although the exact evolutionary path remains debated, modern humans belong to the 
primate order, along with chimpanzees, gorillas, orangutans, and bonobos. More specifically, we 
are the only living members of the hominid family. The earliest hominid fossils date to between 
1 and 6 million years ago, and all were found in Africa. By 500 kya (thousand years ago) 
evidence of early Homo sapiens can also be found in the Middle East and southern Europe 
(Relethford 2005). As modern humans’ ancestors slowly moved out of southeastern Africa, they 
migrated to Europe, Asia, Polynesia, and across the Bering Strait to North and South America. 
These migrations occurred over several thousand years and many more generations, resulting in 
successive genetic bottlenecks as some populations moved into new territory while others stayed 
behind. This theory is reflected within the genome as Templeton shows by plotting genetic 
distance against geographic distance (1999:639). This graph supports what he calls an “isolation 
by distance model” to explain human variation – groups that lie further apart from each other 
geographically are less likely to have intermingled in the recent past and should therefore 
demonstrate some level of genetic differentiation from each other. However, no units of 
measurement are specified for the genetic distance values, and as Jonathan Marks points out, 
genetic variation is a highly subjective measurement based on a variety of sources (Marks 
2003:136). More recently, Jobling, Rasteiro, and Wetton argued that “the highest level of 
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modern autosomal genetic diversity remains in Africa, and in indigenous populations aroung the 
world, diversity reduces steadily with overland distance from Africa...reflecting a ‘serial founder 
effect’ as populations expanded into Eurasia, Ausltralia and eventually the new world” (Jobling, 
Rasteiro, and Wetton 2016:146). Although Templeton’s paper was completed before the end of 
the HGP, Jobling’s analysis at the molecular level corroborates his theory. 
Variation need not occur on such a large scale as physical appearance (although it clearly 
does). In 1978, two geneticists studying hemochromatosis – David Botstein and Ron Davis – 
realized that genes could be mapped to their chromosomal location within the genome through 
the use of single nucleotide polymorphisms (SNPs) (Mukherjee 2016:279-280). These single 
base pairs are highly variable, with a mutation at each SNP occurring in at least 1% of the total 
world population. This may not seem like a high threshold of variance, but consider that of the 
over 1 billion base pairs in our DNA, only 50-100 de novo mutations occur between parents and 
offspring, and there are over 6 million SNPs documented to date (Kong et al. 2012; Genetics 
Home Reference n.d.). SNPs occur at points throughout the DNA, including in non-coding 
regions. Because of linkage disequilibrium, SNP variants lying close to a gene can signal a 
particular allele, as the two will be inherited together. If an SNP is situated close to a targeted 
gene, determining which SNP corresponds to a particular genotype allows researchers to 
determine genotype by sequencing the SNP. SNPs occur throughout the genome and cost far less 
to type than an entire gene. Based on the isolation by distance model of human migration, SNP 
profiles should have been subject to the “serial founder effect” described by Jobling and 
colleagues. As a result, SNP profiles could theoretically correspond with certain populations 
through unique patterns. Any given SNP profile should therefore be able to be categorized based 
on pre-established population SNP profiles. It is by this logic that 23andMe, Ancestry, and other 
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DTC companies use SNPs to map customers’ ancestries, but this logic includes assumptions 
about the correlation between population, ancestry, and population genetics that ought to be 
examined more closely. 
 
Assumptions 
Genetic ancestry “is a compelling narrative of the body as a microcosm of the past” 
(Wailoo 2012:1) a touchstone for social, political, legal, historical, and scientific arguments over 
the nature of human connection. Through genetic ancestry, the Lemba people of Southeastern 
Africa assert their genetic connection to Judaism (Brodwin 2002:325), the Irish examine how 
invading groups have shaped their population (Wailoo 2012:10), and African-American 
communities seek to reclaim a history and connection to Africa their ancestors were denied 
(Duster 2011). 
Ultimately the reports generated in ancestry testing rely on several assumptions about the 
power of “genetic geographies” that must be examined in order to understand the information 
and its shortcomings. Assumptions generally fall into 3 categories – (1) the existence of 
genetically pure and isolated populations within a nation-state that are (2) representative of that 
nation-state or wider population grouping across time and (3) are part of a diverse makeup of 
reference populations against which a consumer’s sample is analyzed. These assumptions, 
whether consciously or unconsciously held, lead to two further concerns cited in the literature – 
that consumers of genetic ancestry testing are liable to (1) over-extrapolate the information they 
receive to the point that it is meaningless and (2) over-value genetic ancestry such that “low 
stakes ‘recreational’ genetic ancestry testing has the capacity to suddenly have ‘high stakes’ 
outcomes” (Scully, Brown, and King 2016:165). National and ethnic identities are clearly more 
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than just the product of ancestral makeup, but the desire to make meaning out of the information 
presented to a customer can entail a microscopic and narrowly focused analysis that fails to 
critically incorporate the assumptions and ideological pitfalls outlined above. 
 
Genetic Purity and Opportunity Sampling 
In July 2010, the news headlines proclaimed “The Irish Are Different – Genetically” after 
the publication of the first fully sequenced genome of an Irish man (Wailoo 2012:10). Given that 
almost 40 million people living outside Ireland claim Irish ancestry or direct descent, the article 
headline seems to beg the question “who is Irish?” Do the citizens of Northern Ireland count in 
this group, or only those in the Republic? Depending on this anonymous donor’s religious 
affiliation, this genetic difference might only apply to Catholic or Protestant citizens, two groups 
that have historically remained reproductively isolated from each other owing to differing social 
status. The sense of a genetically distinct “Irish” population conveyed in this title both fails to 
consider the historically and geographically influenced population dynamics of the island, but 
moreover, it assumes that there exists a genetically isolated and “pure Irish” human population. 
The assumption of a genetically “pure” population in DNA ancestry testing is situated 
within a history of concern about classification, purity, and mixture between human populations. 
In the early years of anthropology, African missionaries sought to group the people they 
encountered by language, region, migratory patterns, or other categorizations that placed 
arbitrary bounds around certain population groups. Missionaries designated the Tsonga group of 
the northern and eastern Transvaal region as a category of native Africans not because of a 
common language or cultural history but because successive “heterogeneous groups of migrants 
speaking different language forms and having different cultural affinities” fled to escape 
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domination by the Zulu kingdom (Braun and Hammonds 2012:70, emphasis in original). Tsonga 
identity “is thus best understood as an identity assigned to and adopted and reshaped by a diverse 
group of peoples in a specific historical context” not a genetically-defined ethnic identity (Braun 
and Hammonds 2012:71, my emphasis). 
This “lumping” of diverse populations also occurs in the “one drop rule” – any person 
with African ancestry must therefore be black (Nelson 2012:26). A mixed-race child with one 
black and one white parent is therefore black, despite half of their DNA coming from a white 
ancestral line, because of their darker skin, hair texture, or other features. In contrast, the 
colonial-era policy of Mexico sought to classify citizens based on their exact ancestral makeup. 
A person of mixed black and indigenous heritage was one type, and a person of mixed white and 
indigenous heritage was another, even if the two were half siblings. The list of categories 
continued to expand as mixed-heritage children married each other and had children with 3 or 4 
different ancestral groups (Earle 2016:428). The divisive system of colonial Mexico and the 
over-simplified “one drop rule” in modern America are two extremes of a historical spectrum of 
classification schemes. Throughout the latter 19th and all of the 20th centuries, anthropologists 
struggled to determine whether humans were more alike or more different, often going to great 
lengths to find data that supported their ideas.5 Within this debate however, the assumption of 
pure and distinct populations was never contested. Black was always black, and white was 
always white. 
Assuming purity carried over to the genetic world, leaders of the Human Genome 
Diversity Project, a project that coincided with the tail end of the HGP, sought to sample 
populations in remote locations in order to create a map of human migration and variation across 																																																								
5 See Stephen J. Gould’s The Mismeasure of Man (1996) and Lewis et. al.’s “The Mismeasure of 
Science” (2011) for an example. 
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the globe. In order to ensure successful mapping of the results, researchers sought populations 
with “a gene pool … bounded geographically, linguistically, or culturally, reproductively 
isolated, and relatively unchanging over along period of time” (Braun and Hammonds 2012:68). 
The HGDP brought with it a sense of urgency that harkened back to Franz Boas’s salvage 
anthropology as researchers argued that the rapid globalization and technological advancement 
of the world would soon absorb these genetically isolated populations into the larger human gene 
pool (68). The 2002 paper that famously supported a 5-cluster/continent model for human 
ancestry groups published by Rosenberg and colleagues used over 1,000 sampled autosomes (the 
22 chromosomes that are not involved in sex determination) from 52 distinct populations – but 
the methodology for choosing these populations did not even merit a footnote in the paper 
(Jobling, Rasteiro, and Wetton 2016:146; Wailoo 2012:50–51, 69). “The existence of [distinct] 
populations was a given…yet, maintaining clarity on the unit of study has been a challenge” 
(Braun and Hammonds 2012:69). However, the paper results supported a genetic-geographic 
correlation for 5 major population groups – African, American, European, Asian, and Oceanian – 
based on best-fit cluster modeling. Such unequivocal biological support for the existence of 
distinct human populations – which conveniently fall along the commonly accepted racial 
categories – directly conflicts with Craig Venter’s assertion that “race has no genetic or scientific 
basis” (Jobling, Rasteiro, and Wetton 2016:146–7; Roberts 2011:51). 
In PGT, almost all companies who offer personal genetics testing services maintain 
private algorithms. Troy Duster cites one lab where “ancestry percentages were generated by 
formulas that compare the relative frequency of markers between selected populations” (Duster 
2011:105). Based on the relative differences in frequency, the procedure generated a reference 
genome for a person who was “100%” European or “100%” African. Sample swabs could then 
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be analyzed “so that when you send in your DNA…and it turns out that you have one-third of the 
markers that have been designated as ‘European’ – you are told that you are 33 percent 
European” (104). This seems fairly logical until a variant such as the FyO allele of the DARC 
gene, which is present in 90% of West Africans but less than 5% of Europeans, occurs in a 
European swap (Gabriel 2012:50). Does this hypothetical genome become more West African 
for having that variant since the West African population is statistically more likely to contain 
this allele? 
As a more personal example, my own 23andMe test report shows a stubbornly present 
Finnish ancestry. On my ancestry composition page, the temporal display of my ancestry 
breakdown informs me that I “most likely had…[a relative] that was 100% Finnish…born 
between 1730 and 1850” (23andMe 2018). Family records indicate no emigration from Finland 
to the U.S. – or even another European country – at any point. 23andMe’s model for determining 
admixture on a generational basis assumes: 
“1. Ancestry Composition proportions and segment lengths capture the true levels of 
ancestry from each population. 
2. Each ancestry is introduced by a single ancestor g generations ago. Though obviously 
not the case for most complex admixture events (or for any ancestry inherited from both 
parents), this assumption allows for the simplification of statistical calculations.” (Durand 
et al. 2014:6) 
 
It is more likely that the Finnish are assumed to be a genetically “isolated” population because of 
low admixture, so the algorithm can assign variants to the category of Finnish with a higher 
degree of confidence than to a group with greater admixture such as French or German. 
23andMe specifies four sub groups of “Northern European” – Scandinavian, British/Irish, 
French/German, and Finnish. As I increase the confidence level on my report, the results become 
less specific and I become more “broadly European” rather than French/German or British/Irish, 
but the Finnish component remains present. This indicates that the algorithm has variants 
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associated with Finnish ancestry that it is highly confident in, but also that all of the specific 
ancestral components that fail the confidence threshold individually do pass it collectively, so the 
ancestry is categorized as “broadly x” (23andMe n.d.). 23andMe’s self-reported accuracy testing 
indicates that precision between the 4 sub-categories varies between 80% (French and German) 
to 96% (Finnish). My purported Finnish ancestry persists because it has a higher degree of 
precision confidence, not because I have Finnish ancestry. The assumption of a genetically 
“pure” Finnish population underlies a bias within the algorithm to declare that I have Finnish 
ancestry with greater confidence. In this case, I am no more Finnish than I am West African; but 
the result constructed from an implicit assumption of genetic “purity” within an ancestral 
population has assigned parts of my DNA to this category. 
In addition to the assumption of a genetically distinct population, 23andMe does not 
account for complex admixture events in their calculations –ancestry profiles where more than 
one ancestor contributed DNA from a particular group.6 Yet, for many users, admixture events 
are complicated, particularly for families who have lived in American for several generations. 
For example, 40 million people outside of Ireland claim Irish ancestry, including 20% of 
Bostonians (Kliff 2013). Most of these people descend from Irish immigrants in the 19th and 20th 
centuries. Statistically speaking, it is possible that two people of Irish descent will have children 
together, especially when other factors such as religion are considered. Yet, 23andMe seems to 
dismiss that such complex admixture events could be common when many of their European-
American customers probably do have complex admixture events.  
 																																																								6	For example, if both maternal and paternal grandmothers were from Ireland and married non-
Irish men, their grandchild would be half Irish with ancestry from both sides of their ancestral 
lines. 23andMe’s algorithm would assume that this comes from one parent or the other rather 
than both.	
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Spatial and Temporal Assumptions 
This constructed notion of “purity” is deeply connected to the second assumption 
underlying genetic ancestry testing. In the 526 years since Christopher Columbus “discovered” 
the Western Hemisphere for Spain, colonization by European countries in Africa, Asia, and the 
Americas has had an emotional, international, and genetic impact. This impact can be seen in 
Mexico’s policy of mestizaje – an identity of racial ‘mixture’ promoted by the Mexican 
government and academic circles as a means of achieving prosperity – which derives its name 
from mixed-race white/indigenous individuals born during the Spanish occupation (Earle 
2016:428). Slaves from Africa, European colonizers, and indigenous populations all contributed 
DNA to the present-day Latin American population, which is culturally, geographically, and 
linguistically distinct from each of its progenitor groups, yet a DNA ancestry test would not 
consider a sample “Latin American.” Rather, that sample would be African, European, and 
Native American. As 23andMe specifically points out, “our reference datasets include genotypes 
from 11,091 people who were carefully chosen to reflect populations that existed before 
transcontinental travel and migration were common (at least 500 years ago)” (Ancestry 
Composition Guide, online, n.p., my emphasis). Ancestry is based on the assumed snapshot of a 
pre-colonial population using present-day citizens, despite tens of generations’ passage in that 
time. Thus, results show that one is not just “50% European” but 50% European at a particular 
time. Creating an ancestry profile based on this both oversimplifies the complex politics of post-
colonial national identification and disregards or diminishes the impact of colonialism on post-
colonial states. In addition, it assumes (incorrectly) that populations remain static over time 
despite the random genetic shifts in populations that have occurred. On the contrary, the Hardy-
Weinberg equilibrium principle, a fundamental principle of population genetics, assumes that if 
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evolution is occurring – and it must be in order to create distinct ancestral populations – variation 
in the gene pool must occur over time (Hardy 1908). 
In the case of Singaporean and Han Chinese populations, the distinction between 
populations is erased under genetic ancestry research. Andiappan et. al. evaluated the correlation 
of Singaporean Chinese SNPs with Han Chinese samples from the International HapMap project 
and determined that the two were 95% similar but that “in a comparison of close to 1 million 
SNPs, the percent deviance is still somewhat significant” (Andiappan et al. 2010:9). However, 
the differentiation “was likely to be random and not due to any major differences in the two 
populations” (9). Despite cautioning that “in the study of complex diseases…it is of the utmost 
importance to capture as much of the genetic variation in the study population as possible” and 
noting the difference between the two populations, the authors conclude later that “[the 
correlation coefficient of 0.95] clearly demonstrated the effectiveness of using HapMap Han 
Chinese population samples as a reference population for future whole genome based association 
studies in Singapore Chinese” (13).  Such a conclusion seems rather at odds with the previous 
notations and cautionings offered, yet supports Duster’s claim that “the vast majority of these 
[Ancestry Informative] markers are not ‘population-specific’” (Duster 2011:104) through 
arguing that the two populations are not significantly genetically different. DTC test companies 
emphasize the counterargument that such markers are population specific to some degree, but 
they also stand to benefit financially from this argument because it supports the validity of their 
product. 
Finally, 23andMe’s categorization breakdown provides an additional example of the 
ways in which populations are determined. Currently, there are 13 sub populations within the 
“European” ancestry category. On the other hand, as I discuss in Chapter 4, the “Native 
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American” category has no subcategories. Furthermore, the map depicting the geographic layout 
of one’s ancestry includes the entire North and South American continents under this single 
“Native American” category. Given that 23andMe considers Britain and Germany to be part of 
two separate populations, there is no reason to assume that the Inuit and Inca should not also be 
two separate populations. Despite the claim to represent a pre-colonial snapshot of the world, two 
continents with a range of vibrant and distinct groups of people who likely had far less contact 
with one another than the concurrent German and English populations fall under the singular 
category of “Native American.” Not only does this difference between “Native American” and 
European categorization patterns speak more to post-Columbian treatment of Native groups than 
to their genetic differences, it demonstrates the third major assumption underlying personal 
genetic testing – sampling bias. 
 
Opportunity Samples 
23andMe participants, upon receiving their results, have the option to “See All Tested 
Populations.” This page also contains a section on 23andMe’s reference data sets. “The reference 
datasets are made up of over 10,000 people, including publicly available data from the Human 
Genome Diversity Project, HapMap, and the 1000 Genomes project, as well as a large number of 
23andMe customers who have consented to participate in research” (DNA Genetic Testing & 
Analysis - 23andMe n.d.). Scrolling through the table, two things are immediately evident – the 
vast majority of 23andMe’s reference dataset is based on its customers, and the vast majority of 
those customers (63%) are of European ancestry. The larger dataset for European-American 
customers seriously influences the degree of specificity between European populations in 
comparison to other areas of the world. 
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In fairness, the logistics of a standardized sampling of world populations are wildly 
complicated. Sampling even 1% of Africans would require seven million people’s DNA to be 
sequenced and stored and cost, even in 2018, would exorbitant. Researchers thus draw on pre-
existing data sets constructed through “opportunity samples” collected under initiatives such as 
the HGDP (Duster 2011:105). Whether such samples can be considered “representative” of the 
world population remains up for debate. The international HapMap project, designed to map 
human genetic diversity by haplotype (SNPs or other variants inherited together on the same 
chromosome) originally included 4 sample populations – Utah residents of Northern and 
Western European descent, a group from the Yoruba in Nigeria, Han Chinese from Beijing, and 
Tokyo Japanese (Andiappan et al. 2010:1). This sample includes no populations from the 
southern half of the African continent, no Pacific Islander representatives, and no representatives 
of a group from North or South America. This is not an isolated incident. Troy Duster notes “no 
attempt has ever been made to take theoretically driven or random samples from African tribes 
such as the Lua, Kukiyu, Ibo, Hauser, Bantu, [or] Zulu…” (2011:105), although experts agree 
that Africa has the greatest genetic diversity of any continent (Jobling, Rasteiro, and Wetton 
2016:146). Of the 566 federally recognized Native American tribal nations of the United States, 
only a few have ever consented to give DNA for research purposes (Duster 2011:105). As the 
case of the Arizona Havasupai demonstrates, this decision often served to benefit white, colonial 
institutions rather than the tribe itself, despite assurances to the contrary (TallBear 2013). As a 
consequence of under-representation, something I discuss further in Chapter 4, results assigned 
to the “Native American” category have no potential subcategories. 
These over- and under-representations of world populations are partially reflective of 
larger systemic inequalities – who has the disposable income to purchase a test kit that has 
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previously cost almost $400 – but may also reflect a bias in who is interested in learning about 
their ancestry and who expects to see robust results on this platform. Other, smaller companies 
such as African DNA have catered specifically to black Americans interested in connecting to 
their own roots (African Ancestry n.d.). Furthermore, I regularly saw discussions within my field 
groups as to whether it was better to use AncestryDNA or 23andMe to find potential family 
members. Overwhelmingly, group members favored 23andMe because more Chinese adoptees 
and birth families had profiles there. Whether this was technically true or not mattered less than 
whether members followed the advice and used 23andMe, because the statement is a self-
fulfilling prophecy at a certain point. 
 Furthermore, “because the companies marketing ancestry tests hold proprietary interests 
in their techniques, most do not make them available for possible scientific replication, and their 
modeling constructs are therefore undisclosed” (Duster 2011:104) Indeed, as I previously noted, 
the information 23andMe does make available regarding their process for assigning SNPs to a 
particular ancestry group is largely based on the accepted statistical methods of assigning 
confidence levels. However, the white paper explaining their methods is so highly technical and 
full of jargon that most customers would not be able to make sense of it without a professional or 
educational background in statistics and genetics. 
 One of the most noticeable consequences of proprietary sample databases and algorithms 
is that customers receive different results from different companies. Questions seeking to 
reconcile the discrepancies observed in results from different services appeared almost weekly in 
the Adoption Ancestry group. Mulan, one of my interlocutors, received results that indicated she 
was either 6% Korean or 6% Japanese, “depending on the site” (Interview, February 17 2018). 
On the other hand, Guan Yu, another adoptee I spoke with, showed me her results, all of which 
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indicated differing values for Northern and Southern Han Chinese, but included both groups in 
her ethnic breakdown (Interview, March 1 2018). These differences in results do not appear to 
undermine the credibility of the tests overall, but some tests are considered ‘better’ or ‘more 
accurate’ for those with Chinese or East Asian ancestry, particularly WeGene, which caters to 
East Asian customers by providing a more specific ancestral report for East Asian ethnic groups. 
 However, the problem of who represents whom remains. As scientists and researchers 
around the world struggled to realize the Human Genome Diversity Project, and later the 
International HapMap Project, they questioned the limits of representation through sampling. 
The desire for “precision” offered a means of constructing an “objective” map of human 
variation and thus avoiding the political complexities and biases of race as a system of human 
variance. However, “in the case of the sampling done in Africa [for the International HapMap 
Project] the project is ‘not studying Africa or even all the Yoruba; it’s the ninety DNA samples 
from the Yoruba that we had’” (Reardon 2017:81). Yet, to argue for such a high level of 
precision in what the samples represented rendered the HapMap project virtually useless. 
Reardon later quotes an interview she conducted with a HapMap project organizer on the 
Chinese DNA samples, where the interlocutor implies that the HapMap sample populations 
“were picked with the hope that they would represent a large group of human beings” (Reardon 
2017:81). Yet, because of the historical issues of representation in scientific studies, including 
within the genetic context, scientists were and remain reluctant to express such an implication. 
As a result, the sense that genetic ancestry is precise, and precisely matches certain populations, 
is reproduced in direct-to-consumer results while the question of “who can and should represent 
who” remains unaddressed at a fundamental level. 
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What It Means and Why It Matters 
 While it is important to understand the political, social, and historical factors that underlie 
genetic testing as it exists today, and each of these factors could fill several doctoral theses (and 
have), I want to return to the specific context in which I am discussing personal genetic testing – 
adoption. Each of the assumptions, ideological pitfalls, and logical fallacies I have highlighted 
above are worthy of study in their own right. However, the manner in which these issues 
contribute to the understanding and processing of genetic knowledge by the average consumer is 
ultimately what must be considered because “genetics is inevitably implicated in ideas of 
personhood, nationhood, cultural belonging, identity and community” (Nash 2004:15). The 
significance of blood, genes, and ancestry is deeply rooted in the cultural value placed upon them 
as forms of connection to shared land and community. 
 National and ethnic identities have persisted for thousands of years before the human 
genome was sequenced. Ethnic identity must come from more sources than genetic analysis and 
results. Furthermore, Scully, Brown, and King argue through their research on Y-chromosome 
DNA testing in Yorkshire, England that “the value of the information about haplogroup type 
comes from its incorporation into a pre-existing narrative framework” (Scully, Brown, and King 
2016:176). Given that “‘genetic kinship’ is a highly unstable notion that requires enormous 
situated cultural ‘work’ to offer any meaning” (Scully, Brown, and King 2016:166), and the 
assumptions underlying algorithms are logically flawed, why then does PGT hold such enormous 
appeal to consumers? 
 Researchers have cited the “prevailing bureaucratic classifications of race,” the 
popularity of ancient cultures such as the Vikings or Celts, historical giants like Genghis Khan, 
and the idea that these biogenetic connections offer an empirical validity to identity (Jobling, 
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Rasteiro, and Wetton 2016:143; Scully, Brown, and King 2016:163) “New genetic knowledge, 
for example, adds the cachet of objective science to the notion that one’s identity is an inborn 
natural, and unalterable quality” Paul Brodwin writes (2002:323). However, as both he and 
Christine Hauskeller (2004) point out, identity is not fixed and is shaped and re-shaped by life 
experiences, performance of identities, and affiliation with groups. 
 Jonathan Marks writes, “genetics is ancestry, presumptively naturalized, but with three 
notable properties: 1) it is hidden from plain sight and thus only accessible to the geneticist; 2) it 
is geographically structured without necessarily being regarded as classically racial; and 3) it is 
not available as a public service but rather as a marketable commodity, yet it beats the cultural 
authority of science nevertheless” (Marks 2014:750). The cachet of empirically driven data as 
both an esoteric study and a commodity for sale is, I believe, what is centrally attractive about 
personal genetics. Genetics as a biotechnology implies certainty in its results, which reflects the 
dominance of empiricism and quantitative data in Western critical thought. Yet, this notion that 
empirically derived data is somehow less biased or less socially motivated (and thus the results 
are somehow more trustworthy) remains untrue in practice. Although companies intentionally 
distance their products from social implications of race, scholars have argued that genetic tests 
reify the idea that race is a biological classification in its results (Jobling, Rasteiro, and Wetton 
2016:157; Gabriel 2012:53–61). Furthermore, “[n]ew genetic knowledge…adds the cachet of 
objective science to the notion that one’s identity is an inborn, natural, and unalterable quality”  
(Brodwin 2002:323).  Emphasizing the value of genetic ancestry over other forms of kinship 
reinforces the validity of biological relatedness in kinships and devalues other claims to identity 
including oral histories, written documentation, or cultural practice (Brodwin 2002:324, Nash 
2004). 
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 Genetic ancestry and medical testing can provide information, and I must stress that the 
scientific procedure underlying this technology is not incorrect. Rather, it is the assumptions that 
underlie both the perceived value of this information and its interpretation that require 
examination. Direct to consumer testing is based on the variation of SNPs within the genome 
across samples populations. The patterns of variation correspond with theories of human 
migration in the past hundred thousand years. However, the idea that common variants indicate 
common ancestry stems from the idea that patterns of variance arise in distinct populations. This 
assumes that a population is genetically pure and isolated from neighboring populations, when 
evidence suggests that human variation is heavily clinal in nature (Jablonski 2004). Furthermore, 
genetic ancestry companies seek to provide results based on a pre-Columbian view of the world, 
which disregards the long and embedded history of colonial powers in changing population 
dynamics of colonized lands. This also erases the social and historical contexts in which 
populations were grouped and named, such as the role of missionaries in Africa in classifying 
ethnic groups. Finally, the incidental sampling of open-access databases such as the International 
HapMap Project and the HGDP, as well as the skewed nature of each company’s proprietary 
database (generally towards a larger pool of European-American users) affects the results 
obtained from each testing service. Each of these underlying assumptions in genetic ancestry 
testing informs the production of results, but the interpretation of the information provided is 
affected largely by the dominance of empiricism in Western critical thought. This tendency to 
value quantitative data as more valid or objective reifies the results of genetic ancestry testing 
over other forms of cultural or racial/ethic identification. Ultimately, “genetic research on human 
origins, evolution, migration and genetic diversity, both deploy and re-figure areas of biological 
identity, difference and relatedness, naming and mapping human groups even as the existence of 
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pure, isolated and genetically distinct groups is denied” (Nash 2004:4). As I will discuss in 
Chapter 3, the tensions between biological and adoptive kinship, and the means through which 
adoptees seek to negotiate these tensions, dovetails with the niche genetic ancestry testing fills in 
Western social identities. Through engaging in genetic ancestry testing, adoptees seek to 
empirically validate their connection to China and Chinese identity, often while concurrently 















Chapter 3 – Constructing Adoptive Identities 
 
In 1979, the People’s Republic of China introduced the “One Child Policy,” (Dúshēng 
zǐnǚ zhèngcè) in an attempt to curb population growth after Mao Tse Tung’s Cultural Revolution 
(Johnson 2016:1). Although the Chinese phrase literally translates to “One Child Policy,” the 
policy varied widely between regions. Urban families were permitted one child, regardless of 
sex, whereas rural families might have up to five children who would help run the family farm. 
Ethnic minorities such as the southern Yi and western Uyghur groups were also permitted to 
have multiple children (Johnson 2016:2). 
The most well-known, and most notorious, effect of this policy was the rise in young 
girls relinquished at orphanages by parents. The predominant Western narrative cites cultural 
misogyny as the primary explanation; but this misrepresents the actual nature of abandonment 
and relinquishment practices in China (Johnson 2004; 2016). While it is true that foundlings 
were more often girls than boys, the reasons for this are complex and informed by a variety of 
factors besides sexism. Strong patrilineal lines of inheritance in traditional Chinese cultures, the 
desire for a perceived “balance” in having a boy and a girl, and practices of familial and informal 
adoption to hide out-of-plan children within the community all contributed to the social networks 
of kinship under the One Child Policy. Policy changes in the late 1980’s and early 1990’s to a 
“one son or two children” policy further complicated existing cultural dynamics as families 
could now have a second child if the first was a girl. 
Narratives in the United States held that strongly patrilineal lines of inheritance were said 
to create a “son preference” within rural communities, however Kay Ann Johnson found no 
evidence of such a preference in her study of the One Child policy. Rather, “while the adoption 
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of sons…was often explained in terms of instrumental economic and social security needs, 
adopted daughters more often were said to ‘increase the happiness’ in a family by bringing 
noninstrumental qualities such as closeness, love, and companionship to parents” (Johnson 
2016:14). The near simultaneous introduction of the One Child Policy, the collapse of the rural 
safety net, and lack of welfare policy reinvigorated old preferences for boys who could be 
expected to provide for their parents financially and materially (15).  
The One Child Policy reinforced discrimination against girls because it conflicted with 
the ideal of a “balanced” family composed of both girls and boys (Johnson 2016:14). As the 
policy shifted to “one son or two children,” the birth of a boy as a first child or of a second girl 
child effectively ended the possibility to achieve balance. Rather than placing a higher value on 
boys, the policy actively discriminated against having additional girls in order to achieve the 
two-gender ideal (104). In addition, some couples believed that girls often “made way” for boys 
in birth order (2004:7), a belief reflected in the policy’s gendered structure. Second-born girls 
were at times relinquished in the hopes of having a boy under the same birth permission 
certificate (2016:17). Johnson also notes that these relinquishments occurred “only in particular 
limited circumstances,” usually periods of strict policy enforcement by the local government. 
Conditions of relinquishment were not exclusively a result of the second-born daughter 
status. First-born daughters may have been relinquished in order to try for a boy as well, after 
significant pressure from parents or in-laws, because the child was born out of wedlock, or 
because the child was handicapped in some way. One adoptee I spoke with was born with a 
clubfoot, a condition that is easily corrected in the United States through surgery, but which may 
have been be prohibitively expensive to treat in rural China. The Policy was also inconsistently 
enforced both over time and across China. During particularly strict periods of enforcement, non-
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compliance could and did result in forced sterilization, abortion, and removal of out-of-plan 
children from their natal or adoptive homes by provincial authorities (Johnson 2016:107). 
Families could also be fined extensively for having “out of plan” children – in some areas the 
fine was equivalent to a farmer’s annual income. Out-of-plan children also could not be 
registered officially with the provincial government and therefore could not attend school or be 
fully incorporated as a Chinese citizen. Faced with the “coerced choice” (17) between heavy 
fines or a life shaped by fear of discovery, parents of out-of-plan children made the difficult 
choice to relinquish their children at orphanages, police stations, or the doorsteps of childless 
relatives and neighbors where the child would ideally be passed off as a relative of the adoptive 
parents. 
In an effort to enforce birth-planning policies and reduce the number of out-of-plan 
children hidden through informal adoptions, the government passed its first adoption law in 
1991.  The law “codified the regulations used by birth planning officials to prevent and punish 
people for using adoption to circulate and hide out-of-plan births” (Johnson 2016:12). In 
addition, it tightened domestic adoption regulations by prohibiting adoption of foundlings 
domestically, and imposing strict requirements on the age and childlessness of Chinese couples 
seeking to adopt. Yet, in 1992 alone, the Wuhan Orphanage,7 Hubei Province, took in over 1,200 
children, four times that of previous years (2004:12).8 Virtually no financial support existed for 
state-run orphanages. Despite rising costs for childcare, the Wuhan Orphanage received only 60 
yuan per child per month in 1991, while treatment for pneumonia – common among new arrivals 
																																																								
7 Johnson uses the Wuhan Orphanage as an example of a typical state-funded orphanage at the 
time of her research during the 1990’s and early 2000’s. 
8 This jump, Johnson notes, was due in part to the publicity received during International 
Women’s Day celebrations. The orphanage had remained hidden from the public spotlight prior 
to this event, and had likely taken in fewer children as a result. 
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in the winter – cost at least 800 yuan (about $100). On the other hand, even prior to 1991, 
transnational adoption fees were about $3,000, and the orphanage kept most of the money (32-
34). When the 1991 law passed, transnational adoption rates increased. As more foreign parents 
chose to adopt from China, orphanages such as Wuhan were able to update buildings and provide 
better care for their charges through income from the high transnational adoption fees. The 
combination of domestic restrictions on adoption, the skewed ratio of boys to girls in 
institutional care, the extended lengths of stay for girls, and the financial benefit to the 
orphanages from transnational adoption meant that American prospective adoptive parents 
adopted girls in about 95% of cases before 2005 (Country Information n.d.). These children and 
their new parents returned to the U.S. bearing a narrative snapped up by the media: “China 
doesn’t like girls.” Subsequently, the narrative of China’s unwanted girls has become a 
pervasive, semi-taboo topic within adoption communities and wider American culture, despite 
the reality that pure sexism did not generally inform birth parents’ decision to relinquish their 
daughters. 
This chapter explores the relationships between kinship, transnational adoption, and the 
dominant narratives of transnational/transracial adoption from China within the United States. 
Here, kinship refers not only to Yngvesson’s “as if by blood” analysis of adoptive parent-child 
relationships (2010), but kinship to an ancestral homeland, to unknown but possibly living 
siblings and birth parents, particularly the birth mother, and to networks of distant cousins that 
may be discovered through genetic testing. Each of these kinships requires the adopted 
individual to negotiate a narrative path that balances the unknowability of circumstances with the 
desire for a “true” story. The postmodern concept of the narrative as a dialectic between what is 
personally meaningful and socially valued is reflected in this balance. Thus, adopted individuals’ 
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identity narratives often (but not always) seek to incorporate and materially demonstrate a 
kinship with China while engaging with the adoptee’s own conflicting emotions around race, 
identity, gender, and cultural politics. As a result, I argue that discourses of cultural heritage, 
constructed kinships, and access to Chinese identity have long existed within the adoption 
community. Factors including adoptive parents’ anxieties about their status as parents, the 
relative value of quantitative and qualitative data, and contemporary identity politics influence 
the social context in which these kinships are formed. Because the majority of children adopted 
from China are reaching, or have already reached, adulthood within five years of this thesis, the 
confluence of actors’ agency and relative affordability of personal genetic testing offers a case in 
which to explore how PGT further extends these discourses of race, nationality, gender, and 
kinship to the biotechnological sphere. 
 
Engaging with Chinese Culture – Constructing and Separating an Ancestral Homeland 
One question I asked of almost every adoptee I spoke with was whether or not they had 
ever gone to Chinese school.9 Some had, some had not, but all had engaged with the concept of 
China to some degree – through Lunar New Year parades, traditional food, or social groups. As 
part of the adoption process in China, parents must promise to teach their children about China 
and Chinese culture in order to instill a sense of cultural pride (Volkman 2003:37). Groups such 
as Families with Children from China (FCC) have nationwide networks of chapters. FCC hosts 
events, “Culture Camp” days, and has served a prominent role in the lives of many adopted 
children as a touchstone for China (Interview, January 20 2018). Return trips to China are also 
popular, and becoming more so as groups are formed around children adopted from the same 																																																								
9 Chinese school is often a Saturday morning program for young adoptees intended to teach 
children some basic Chinese and provide a chance to play with other adopted children. 
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orphanage. These trips carry a sense of connecting to your “roots,” and several of the people I 
spoke with noted a figure in their return journey who had cared for them as a child. Annabelle 
reunited with the man assigned to her adoptive parents as a guide when they had gone to China 
to meet her. Through a rather miraculous coincidence, a mentor in China helped her to reconnect 
with the man, and she maintained a friendship with him for several years afterward. Although 
not on a specifically designated “return trip,” her stay in China included a search for information 
about her abandonment and adoption during which she reconnected with several other figures 
who had known her as a young girl (Interview, January 23 2018).  
Not all adoptees have a positive experience on return trips however. Miranda recounts 
that her “tour guide greeted me with ‘Welcome home, Miranda’” when she traveled to China 
with her family as an 11 year old. “I quickly realized this is not my home. And that set the vibe 
for the rest of the trip. There was a lot of pressure for me to naturally ‘connect’. And I felt it was 
all too forced. That made me push against it even more” (Interview, February 3 2018). Notably, 
Miranda had not asked to make a return trip to China, but Annabelle had specifically elected to 
study there for a significant time. While agency does not play as clean-cut a role as this 
comparison would have us believe, the choice to determine both the type and level of 
engagement with China certainly matters, and tends to be dictated by the adoptive parents’ 
preferences during the adoptee’s childhood. Miranda did not actively engage with China as a 
young child, though she was offered opportunities to: “my parents would occasionally take me to 
the Chinese New Year Parade, but I often preferred not to” (Interview, March 8 2018). On the 
other hand, Annabelle recalls lacking regular interaction with China as a child, citing geographic 
distance from FCC events and lack of parental initiative as major factors. 
	 43 
Adoptive parents vary widely in their desire to connect or engage with Chinese culture. 
These desires often fall into four distinct narrative categories – assimilation, celebrating plurality, 
a balancing act, or immersion (Dorow 2006:216–228). While assimilation narratives emphasize 
“trying to raise your kids to be happy, well-adjusted little citizens,” (emphasis in original) as one 
adoptive father put it, other families “celebrate plurality” by creating an environment in which 
the adopted child’s different background was recognized but celebrated this as one of many 
ethnicities in a “we’re all human” perspective emphasizing the basic equality of humanity (218-
220). In a more actively celebratory role, parents who take on a “balancing act” approach 
Chinese culture from an outsider perspective but emphasize having material touchstones such as 
dolls, picture books, and Saturday language classes. Finally, immersion-oriented families seek 
deliberate and intensive involvement with Chinese culture, sometimes hiring Chinese nannies or 
au pairs to ensure their children have an opportunity to learn native fluency. They choose 
bilingual schools and rely on Chinese friends to help provide a primer on raising a child with a 
cultural connection to China (226-228).  
My interlocutors’ parents had followed these different avenues when raising their 
children, although the majority of parents seem to have opted for one of the more moderate 
paths. Guan Yu’s parents had adopted several children from China, and the family had taken 
Chinese classes throughout her childhood and into high school. She recalled that “I didn’t learn 
too much. For us kids, it was kind of more of a time to hang out with other kids and learn some 
Chinese, haha!” (Interview, February 25 2018). While Guan Yu implied that her mother had also 
been a student in these language classes, Annabelle explained that her mother had a different 
approach to engaging with Chinese culture. 
“There was this sort of ambivalence that kind of, sort of wove its way through my life in 
different arenas such as, the way for example the time my mom said ‘I spent two hours 
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listening to Chinese’ on, you know, a cassette tape because it was 1990s, and yeah [she 
said] ‘I basically quit after two hours of listening.’ And I’m just kind of like … It was a 
telltale sign for me how much it almost brought a sort of internalized shame of like, ‘well, 
why wouldn’t you want to learn it longer and why wouldn’t you want to kind of put that 
as priority?’” (Interview, January 20 2018). 
 
While both women had adopted siblings, Annabelle was the only one in her family adopted from 
China. She felt her parents had favored her adopted brother’s birth culture because it was more 
“accessible.” Guan Yu’s parents intentionally gave their children experiences with Chinese 
language and culture. Both women continued to study Chinese in college, though not to the same 
degree. In this comparison, Annabelle’s parents appear to have opted for a greater degree of 
assimilation than Guan Yu’s parents. Both families avoided “immersive” tactics of engagement 
but Annabelle’s parents indicated to her that it was her responsibility to learn Chinese or to learn 
about Chinese culture “for your own children” (Interview, January 20 2018) while Guan Yu’s 
mom sought Chinese lessons for herself and her children (Interview, February 24 2018).  
Adoptees themselves also respond differently to their parents’ efforts to connect them 
with Chinese culture. Miranda had heavily eschewed Chinese cultural activities as a child. 
“When I was younger I felt that engaging in those activities would somehow distance me from or 
make me feel less accepted or a part of my (White) community. All my friends growing up were 
White and they didn’t have to partake in those events” (Interview, April 1 2018). Furthermore, 
her parents had planned a “return” trip to China as part of a family vacation, a trip Miranda did 
not remember favorably during our interview. She attributed these experiences of feeling singled 
out and different, as well as the trip to China, in influencing how she engaged with cultural 
events as a child and teenager. On the other hand, Mulan took Chinese dance lessons for many 
years and performed at school talent shows. She recalled that, “it was nice to have that separate 
community with people who understood where I came from, but it was not like my dance/FCC 
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friends and I talked about our adoption” (Interview, February 14, 2018). Opinions do change 
with time however. Mulan joined the Korean and Chinese Student Associations in college and 
Miranda is now working on a thesis focused on transracial adoption. Engagement with China 
through material culture does not seem to dictate how adoptees engage with their adoptive status, 
and many have considered how this kinship structures their lives and worldview. 
 
Asserting Kinship in Adoptive Families 
The idea of kinship – how members of a community or family unit were related to each 
other and how they named and set rules around relatedness – was a fundamental component of 
early anthropological work. In seeking to represent these relationships on the page, 
anthropologists turned to kinship diagrams. However, because these diagrams were based on 
Western (specifically Euro-American) notions of relatedness, they reinforce the idea that the core 
unit of relatedness is the (implicitly heterosexual) nuclear family – one husband and wife, with 
several genetically related children in a distinct unit. As Judith Butler suggests, “cultural ideas of 
kinship do not correspond to natural structures in the ways expressed by politicians and social 
scientists but, instead, are norms regulated through ideological grids of intelligibility” (Butler, 
quoted in Dorow and Swiffen 2009:565). In the Western context, these “ideological grids” 
consist in part of the necessity for biogenetic kinship – which directly conflicts with the idea of 
transnational/transracial adoption wherein the adopted child is visibly different from their 
parents. In the following section, I will expand on this conflict between biogenetic and adoptive 
kinship and explore the theoretical processes through which adoptive parents have sought to 
mediate this dialectic. 
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Barbara Yngvesson argues that this desire for a biogenetic kinship can be mitigated in the 
context of adoption through parents’ construction of an “as if” kinship, which requires the 
parents to create a negative space of “loss” or “need” that they then fill (2010; 2007). However, 
“transnational adoptions…complicate the project of producing an ‘as if’ family, since in many of 
these adoptions the ‘difference’ between adopted parent and child is obvious” (Yngvesson 
2007:565). Because transracial/transnational adoptions subvert implicit cultural norms of a 
heteropatriarchal, nuclear family, the continuity present in a nuclear family must be actively re-
established in adoptive kinships. Parents assert this continuity through three avenues – the 
relegation of Chinese culture to a space of “otherness” where it can be picked up and examined 
at will, the legal constructions of kinship within the United States, and the fraught space of the 
birth mother as a figure for loss and an alternative life. 
Each of the narrative paths I laid out in the previous section is a thematic form through 
which parents can compartmentalize Chinese culture to various degrees. However, I argue that 
these narratives are predicated on two assumptions – that Chinese culture can be packaged and 
consumed piecemeal and that there is a barrier between the adopted child’s “Chinese-ness” and 
the adoptive parents’ “American-ness.” Indeed, my language in discussing this may convey this 
assumption when I use the phrase “engage with.” Such a choice implies that Chinese culture is a 
distinct and differentiated entity from American culture, even as the identity term Chinese-
American directly challenges such a notion. Sara Dorrow and Amy Swiffen’s (2009) 
examination of the narrative labor adoptive parents perform to mediate the perceived barrier 
between Chinese and Euro-American cultures suggests that “Chinese-culture [as a hyphenated 
term] mediate[s] constructions of kinship by functioning as something that could be narrated, 
which in itself promises some degree of mastery over the knowledge gaps and racial difference 
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that threaten social intelligibility” (567). Annabelle notes that her parents took her and her 
siblings to Chinatown occasionally but that “it was very topical…it was very easily sort of like, 
we could just graze over it and be like “oh, we went here,” you know what I mean?” (Interview, 
January 20 2018). While her parents encouraged her to explore China more in depth, they did not 
necessarily participate in that exploration, stressing that she needed “to learn about China not 
only for yourself but for your own children.” Here, Chinese culture was treated as a discreet, 
packaged, and tangible concept. It was available to the senses through the sounds of Mandarin, 
the smell of a Chinatown restaurant, the sight of pictographic characters, but it was clearly 
separated from her adoptive parents’ Euro-American culture. Even in families invested in 
immersion, it is not the parents who teach their children Chinese in many cases, but a nanny or 
an au pair. Parents feel they struggle to “honor the Chinese cultural stuff without it turning into a 
different religion” (Dorow and Swiffen 2009:568). Cultural exchange between America and 
China flows in one direction (from American parents to Chinese children) but rarely the other. 
Adoptive parents’ desire to create a continuous narrative of their child’s life – one that 
acknowledges but de-emphasizes the difficult circumstances by which she came to their lives –
pushes parents to engage with Chinese culture through one of the narrative patterns outlined 
above. Yet, these engagements with Chinese culture present an “overwhelmingly celebratory” 
view of discrete aspects – often ones connected to the idea of China’s “ancient past.” Vivia 
Chen, a Chinese-American adoptive mother with FCC New York, recalls in an interview with 
Toby Alice Volkman of a phone conversation in which a white adoptive mother suggested she 
must have “an old family recipe” for moon cakes (Volkman 2003:40). The Disney movie Mulan 
is invoked as an example of both China’s longstanding patriarchal culture and the nation’s 
cultural heritage (Dorow 2006:196). In discussing her experiences with Chinese culture growing 
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up, Annabelle wanted to “emphasize that ...I think it’s easy to, of course, pick out certain aspects 
of what one would know of China such as the Terra Cotta Warriors or the Great Wall of China 
and things like that. But I also feel that those are just so…easy to comprehend” (Interview, 
January 20 2018). Each of these examples specifically references the idea of the distant past – an 
old family recipe, a Disney movie set during the Hun invasions, a tomb of terra cotta soldiers 
over 2,200 years old. These “‘celebratory representations of cultural difference, which are often 
detached from immigrant histories in the United States,’ may make it difficult for adopted 
children to understand their racialization,” because they specifically avoid difficult discussions 
about race, racism, and stereotypes imposed on adoptees their white parents have rarely dealt 
with (Anagnost, quoted in Volkman 2003:39). I would further extend this claim to point out that 
these celebratory representations often evoke the idea of an ancient past, relegating China, and 
subsequently the adopted child’s sense of Chinese-ness to a “previous time” so that the child was 
once Chinese but no longer is. Focusing on China’s ancient past has the added effect of avoiding 
acknowledgment or discussion of the politics of post-Mao China that created the circumstances 
under which their child was declared an orphan and adopted. Furthermore, in the process of 
creating a negative space in which adoptive parents can undertake the process of kinning their 
children, conceptualizing China as either a “past” life or a hypothetical “what could have been” 
re-imagines the child as a tabula rasa (Howell 2006:64). The separation between adoptive 
parents and the “other” of China and Chinese culture enables adoptive parents to navigate  “this 
either-or proposition – she is ‘Chinese’ or she is ‘ours’” (Dorow and Swiffen 2009:568). 
Emphasizing the historical past of China in cultural engagements relocates the child’s Chinese 
identity to the past, thus enabling parents to establish a proxy to Western kinships-through-blood 
(Yngvesson 2010:8).  
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Second, we may briefly consider the legal aspects of kinship within the United States. 
Transnational adoption is governed under the Hague Convention, an international agreement 
ratified in 1993 by the U.S., most European countries, and others, including China. The Hague 
Convention establishes certain minimum practices, prioritizes domestic over intercountry 
adoption, and recognizes that adoption is preferable to institutional care above all. However, the 
convention, as well as the United Nation’s Convention on the Rights of the Child, “tends to defer 
to Western concepts of culture and western standards in structuring the transnational process” 
(Hearst 2012:182). Western standards of adoption typically conceive of the adoption process as a 
“clean break” such that the child is relocated from one life and family to another and has no 
further interaction with the birth family. In contrast, 
“some non-Western states have a more fluid notion of adoption: rather than a choice of 
one family over the other, adoption represents a cooperative effort whereby both families 
are involved in the care of the children…The Hague Convention, while allowing some 
national divergence, primarily tracks the Westernized version [of adoption]” (Martin, 
quoted in Hearst 2012:182).  
 
Clean break adoptions intentionally sever ties between a birth family and adopted child, 
and this process is ingrained in U.S. imaginings of adoption. In the majority of U.S. states, 
domestic adoption records are still sealed until the child is at least 18, and often do not contain 
the birth parents’ names (Access to Adoption Records 2016). While open adoptions – adoptions 
where ties are maintained with the birth mother or birth family – are becoming more popular, 
this shift in attitudes around adoption is relatively new. Until 1960 domestic, adoption in the U.S. 
was dominated by the “matching paradigm,” which sought to ease an assumed pain of being 
adopted and different through matching children to couples whom they physically resembled 
(Herman 2008:122). The stigmatized backgrounds of domestically adopted children (often born 
through illegitimacy or out of wedlock) as well as the stigma of a “barren woman” worked in 
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tandem to ensure adoption remained a secretive process, sometimes hidden from the adoptee 
themselves. Despite new trends of openness in adoption, the secrecy and silence of prior decades 
has been woven into the tenants of the Hague Convention. In the United States, birth parent 
rights are terminated as part of the adoption process from China. As a result, adoptive parents of 
Chinese children are able to assert kinship through their legal status as the only guardians of their 
child. Children, once adopted, are considered “as if by blood” legally the responsibility of their 
adoptive parents, and are no longer citizens of China (Adoption Advocacy and Awareness - 
National Council for Adoption n.d.). However, the majority of adoptive parents can never 
disguise their adoptive status because the adoption is transracial; thus the idea that somewhere in 
China there are other (birth) parents must be reckoned with in order to fully assert “kinship by 
design” (Herman 2008). 
The third consideration in asserting adoptive kinship, reckoning with the idea of birth 
parents, is a highly gendered ordeal. While a birth father presumably must exist for the adopted 
child, the birth mother remains the focus of adoptive parents’ emotions and concerns. Her 
(non)presence “reflects the continuing power of the notion of a universal maternal bond between 
biological mother and child” (Dorow 2006:180). Because “abandonment and adoption are two 
sides of the same coin,” the presence of the adopted child, and adoptive parents inability to 
narrate her life from the time of birth, evokes the imagined birth mother who was at one time 
present (167). This evocation complicates the desire for a clean break adoption because the birth 
mother remains connected to the child through a perceived maternal bond. Given the structures 
within China that enabled high transnational adoption rates, many parents seeking to adopt 
choose China because the clean break model is ingrained into the legal process. Yet, the figure of 
the birth mother cannot be erased because it is she who bore these parents’ adoptive daughters. 
	 51 
As a result, adoptive parents must confront the space of the birth mother – and I argue that she is 
a space rather than a presence – in order to assert their legally granted rights to parenthood. This 
occurs through coexistent processes of de-kinning, re-imagining birth narratives, and “re-
kinning” the child as a member of the adoptive family. These processes create space for birth 
relatives, usually cousins and occasionally siblings, within the child’s extended family. Many 
parents in the Facebook groups I observed posted excitedly about finding cousins, asking what 
genetic distances signified. Yet for as much as parents cannot avoid the nonpresence of the birth 
mother, they do not express a desire to engage with her as a living figure and prefer that she 
instead remain a space and a rupture within the narrative. 
The process of “de-kinning” as coined by Riitta Högbacka (2016), comes from Signe 
Howell’s concept of “kinning,” which “denotes the process by which a foetus [sic] or new-born 
child (or a previously unconnected person) is brought into a significant and permanent 
relationship with a group of people that is expressed in a kin idiom” (Högbacka 2016:5; Howell 
2006:64–65). Extending these concepts, I would argue that this process of de-kinning birth/first 
mothers is coupled with a process of re-kinning adoptive mothers. Kinships with birth family, 
caretakers and foster families in China exist prior to adoption and must be un-made as part of the 
kinning process with the adoptive family. This re-kinning process is transubstatiative in nature – 
“the substance (biological body) remains; the social essence (being, self) is changed” (Howell 
2006:69). Discourses of fate particularly narratives with magical or divine intervention, seek to 
bridge the discontinuities in de- and re-kinning processes. Sara Dorrow recalls an adoptive 
mother, Theresa, who used a stork metaphor to explain to her adoptive daughter that she got 
“lost” in China and her adoptive parents had to go find her (Dorow 2006:163). Re-kinning an 
adoptive child accompanies the de-kinning of the birth mother – China becomes a “way station 
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in [Theresa’s] daughter’s origin story” rather than a place where she could have grown up under 
different circumstances (164). By extension, the birth mother becomes a space to pass through to 
an adoptee’s true mother – the adoptive mother. 
This process does not occur without an emotional toll on the adoptive parents. One 
adoptive mother, Lindsey Davies, writes, “ I don’t know what to say to a woman whose greatest 
tragedy is my good fortune” (Davies, quoted in Dorow 2006:203). In order to accommodate the 
figure of the birth mother, she must exist as an unknown space, a virtual mystery rather than a 
haunting presence. After all, how can she be a presence when it is her absence that has created 
another mother in America? The birth mother represents both a loss and a reminder of the “other 
life” the adopted child could have had in China. Asserting an “as if biological” kinship requires 
parents to compartmentalize the birth mother as separate from the adopted child in order to 
maintain the sense of a clean break adoption that adoptive parents often desire (Yngvesson 
2010:146). This compartmentalization influences how parents engage with birth family searches. 
Some are fully supportive as Jane’s parents are, some less so. It is worth noting however that in 
six months of observation, I have no recorded mentions by adoptive parents of either finding or 
hoping to find a birth mother through genetic testing. While parents often expressed hope of 
finding siblings or close cousins, particularly when other families were successful, they made no 
mention of searching for the birth mother. In contrast, many of my interlocutors specifically 
expressed a desire to search for birth parents and some had already been through an extensive 




The term “identity politics” originated in black and feminist activism, and conveys “an 
idea of indigeneity or community” and associated social capital in a group (Jobling, Rasteiro, and 
Wetton 2016:154). In the post-HGP context, “traditional identity politics has deeply shaped the 
genomic turn toward race,” while race and genomic ancestry have shaped identity politics in 
return (Bliss 2013:1012). The approval of BiDil as a race-specific medicine and tribal 
registration petitions through genetic ancestry represent two well-documented outcomes of this 
relationship between identity politics and genetics/genomics (Bliss 2013; Brodwin 2002; Meloni 
2014; Hauskeller 2004; Wailoo, Nelson, and Lee 2012). In the latter example, tribal councils 
have often established a minimum value of “Native blood” applicants for tribal citizenship must 
possess. Such rules not only reflect the complex history of blood quantum as a tool of both 
colonizers and sovereignty advocates, they also signify a central and difficult question for civil 
rights groups – who belongs in the identity group they advocate for? 
Hauskeller (2004) tackles this question by first establishing two understandings of 
“identity” – logical and psychological. Logical identities are predicated on the idea of 
“sameness” – two things that are alike “in regard to a particular and defined property” (286). 
This definition implies that a third object could be considered the same as two others if it has the 
same function or appearance. Logical identity informs genetic discourses and understandings 
because a child’s genes are implied to be the same as the parents’. On the other hand, identity 
politics seems to fall under the category of “psychological identity” – “the individual’s belonging 
to a family or group” (287). However, I argue that identity politics as it is practiced in terms of 
inclusion is often framed in a logical identity rather than a psychological one. While “all 
psychological meanings necessarily presuppose the validity of the logical one…logical identity 
presupposes developed systems of classification and a shared praxis of ordering the world 
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around us via categories of sameness, ancestry, singularity and so on” (287). Yet the assumed 
“developed systems” do not formally exist – and can rarely be quantified in the case of ancestry 
and heritage; thus, ancestry and heritage identity politics fall to a logical identity framework 
predicated on “sameness,” particularly where genetic ancestry serves as evidence. Rather than 
continuing to operate within this conception, “drastic reductions in structural 
barriers…necessitate a shift away from how structure defines individual identity (Who is 
black?), towards an analysis of how closely individuals’ racial self-understandings correspond to 
the unquestioned, all-encompassing construct “black”…(What does black mean?)” (Brunsma 
and Rockquemore 2004:76). In other words, racial and ancestry classification within the social 
sciences must cease to be predicated on a logical identity and instead seek a more psychological 
identity. 
The fact remains however that racial/ethnic identity is considered under a logical 
framework. As a result, random strangers are liable to ask (rather rudely) “what are you?” or 
“where are you from?” Such questions seek to categorize people into a discrete box, but many of 
my interlocutors struggled to find a place within these either-or classifications. A published 
review of relevant literature up to 2014 shows that transnational and transracial adoptees have 
lower “ethnic identity” (identity with their country of origin) compared to other transnational 
groups such as immigrants or international students (Boivin and Hassan 2015:1088–1090). The 
authors acknowledge that very little standardization of terms exists between studies, which made 
their methods challenging because they used term-based filters to narrow their sample size. 
However, based on the summaries of papers included in the study, it appears that my results did 
not match with the prevailing conclusions. While most of my interlocutors described feeling 
uncomfortable with the identities placed upon them, many chose bicultural labels (e.g.: Chinese-
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American). The empiricism of genomic ancestry testing may offer a means of negotiating this 
dialectic of “not Chinese but not fully white American.” In this case, PGT offers more than just a 
chance to understand one’s ancestry; it provides a concrete proof of Chinese-ness. Ancestry 
reports are empirically driven and thus highly valued but they also provide an indexical tie to 
China through confirming Chinese ancestry. PGT creates a space in which Chinese-ness is 
present and modern rather than part of an “ancient past.” Building on Signe Howell’s theory of 
kinning, I argue that PGT is part of a process of re-kinning China – of re-incorporating oneself 
into a natal group when one has been distant for many years and by extension, recreating and 






















Chapter 4 – Methods, Ethics, and Ethnography 
 
In 1972, the National Association of Black Social Workers issued a position paper on the 
adoption of black children into white homes. This position statement took a “vehement stand 
against the placement of Black children in white homes for any reason” and argued that doing so 
“cut [black children] off from the healthy development of themselves as Black people” on 
psychological, spiritual, and cultural levels (National Association of Black Social Workers 
1972:1). Although the position paper acknowledges that adoption is always preferable to foster 
care, it argues that this is not a sufficient reason to place black children with white families and 
instead to make a greater effort to promote adoption within the Black community. The Hague 
Convention, which governs U.S. transnational adoptions, takes a similar position on foster care 
versus adoption, but differs in its recommendations on transracial adoptions from the 1972 
position paper (Hearst 2012:180–181). 
Concern about the ethics of transracial adoption continues to pervade discussions in 
adoptive communities. The official position of the Hague Convention on Intercountry Adoption 
reflects this in its assertion that domestic adoption is always preferable to transnational adoption 
because a child adopted domestically will be raised in their natal culture.  Such a fear of erasing 
or losing connection to one’s natal culture was promoted largely by “sender” countries, including 
China, in both the U.N.’s recommendations and the Hague Convention meetings (Hearst 
2012:159). Parents adopting from the U.S. are required to undergo at least 10 hours of basic 
training on transnational adoption, and additional training for China specifically (Adoption 
Advocacy and Awareness - National Council for Adoption n.d.). Furthermore, before departing 
China with their adopted children, “parents must promise the Chinese authorities not only to 
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provide their children with love and care but to impart respect for ‘Chinese culture’” (Volkman 
2003:37). 
Such measures, as well as the literature on transnational adoption, assume that adoptive 
parents are white, effectively erasing the possibility of “same-race” adoptions transnationally. 
While such cases do exist, they are uncommon enough that current research on Asian families 
adopting Asian children has been conducted largely through snowball methodology as I learned 
from a sociologist conducting research on transnational adoption among East Asian families in 
the U.S. who presented her research at the NCFA’s annual conference during my summer 
interning at the organization. Transnational adoption is almost always synonymous and 
undifferentiated from transracial adoption, although it is clear that such terms do not entirely 
overlap. 
I have previously discussed this fear of losing birth culture ties, and parental efforts to 
maintain (or minimize) such ties in Chapter 3. Such dilemmas resonate within the ethics of 
conducting ethnographic research. How does a non-white appearance conflict with acculturation 
in a white household? Similarly, what does my presence as a white anthropologist change about 
how my interlocutors interact with me? How do I balance race as a lens of analysis while 
acknowledging that transracial adoptive experiences are fundamentally unique because of the 
tensions they negotiate and, importantly, experiences I have not lived? 
As I began this project in earnest, the exact nature of my methodology remained yet to be 
determined. I searched for physical spaces in Boston where I might be able to do fieldwork in 
person, but had little success. Instead, I turned to the internet. Google searches for 
“adoption+china” led me to old archives on forum websites dedicated to adoption, mostly 
occupied by parents, and all more or less unused since 2010. A lone recent post and reply 
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mentioned that most groups had moved over to Facebook, and thus I followed. After time and 
consideration, I created a new, research-focused Facebook profile and sent requests to join every 
community and group I could find that might contain leads. I soon discovered that despite names 
and descriptions suggesting a diverse or primarily adoptee audience, the Facebook groups I had 
found had a very different demographic structure. One, for users of a particular service, was 
primarily article postings and included a few comments on most posts. About 30% of the posts 
were made by people who had a clear connection to adoption from China, but many of the 
authors were adoptive parents rather than the adopted children themselves. This phenomenon 
was even more prevalent in the second group, an interest group specific to adoption where I 
found many of my interlocutors. Despite the occasional post or comment from an adoptee, white 
adoptive mothers dominated the group discourse. 
This discovery proved a setback. Where I had hoped to find copious ongoing discussion 
between the people I wished to study, I found discussion between parents, whom I had not 
anticipated engaging with. It is possible that my observation was due to the prevalence of both 
“adoptee-only” and “adoptive parents-only” groups. Perhaps I had simply chosen a group that, 
though not advertised as such, was largely parents. A quick scan through group members 
reaffirmed this suspicion, although I have no quantitative data to specifically support this. It is 
also possible that parents, being older and in the process of raising children, are more interested 
in ancestry or health information than their children are. This is certainly true in my personal 
experience – during her trip to Ireland my mother consulted with two separate archivists in her 
weeklong visit while I sought out none in the five months I was there. Unaware that age might 
play a role in the demographics I encountered, my initial preference to focus on adoptive 
children stemmed from birth parents’ often highly defensive responses to an outsider in the 
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adoption community. Liya, one of the first adoptees I spoke with, asked that I keep our 
conversations quiet because “some of the adoptive moms/Admins in that [Facebook] group can 
get pretty territorial” (Interview, November 27 2017). When I asked her what she meant by 
“territorial,” she explained “most of the adoptees are much younger than me…So a lot of the 
moms like to “momsplain” and feel very threatened whenever an adoptee speaks up.” I did try to 
reach out to one mother who posted frequently, but she was extremely reluctant to respond. I did 
not think I would be well-received in the community by adoptive mothers, so I kept to myself 
and observed the group. 10 
While I did not engage with adoptive parents because I felt concerned about how they 
would react to my project, it was also my intention to speak with adoptees specifically from the 
beginning of the project. Many of those adopted as a result of the One Child Policy are only just 
reaching adulthood, having been adopted largely between 1991 and 2005, and are currently 
seeking or creating avenues to voice their concerns. Prior activism by Korean adoptees has called 
for greater space to present their narratives of transnational/transracial adoption (Kim 2010:254–
257) and in keeping with such ideals, my goal in this work was to provide a space to “let the 
subaltern speak” (Wilson and Peterson 2002:455). Particularly because I am neither adopted nor 
Chinese, I wanted to use my position as an anthropologist to begin elevating voices traditionally 
spoken for in these discourses. However, choosing not to incorporate parent perspectives into my 
thesis left me with far fewer potential resources. I began combing through the backlog of posts 
for people I might contact, and eventually reached out to several. One person, Annabelle, offered 
to pass my project forward into adoptee-only groups and I received several messages and emails 
																																																								
10 While one mother reached out to me much later in the project, we were unable to follow 
through on the interview. Jane and Annabelle also cautioned me to be careful in my interactions 
with adoptive parents online. 
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through that as well. In all, I conducted eight interviews with members of the community and 
continued to observe discussions in groups as they were relevant. I ultimately decided to include 
some discussion of my observations of adoptive parents in these groups, but have limited this to 
a few comments throughout my thesis as I did not conduct interviews with parents. 
 
Ethics 
This study was approved by the Wellesley College Institutional Review Board (Appendix 
A). However, as the IRB is primarily designed to approve natural sciences or psychology-based 
research at Wellesley, I found that the procedural requirements stipulated by the College did not 
require I assess my positionality as researcher in relation to my interlocutors. However, if I was 
to accomplish my goal in elevating the voices of adoptees, I needed to examine my own position 
in the power structures underlying transnational adoption. 
Talal Assad has famously termed anthropology “the handmaiden of colonialism” (Asad 
1995:16), and I would argue that transnational adoption has long occupied a similar position. 
Transnational adoption to the United States began in force at the end of the Korean War, often 
with biracial children between American soldiers and Korean women (Volkman 2005:1; 
Hübinette 2004:17) These children, born out of wedlock and not considered “fully Korean,” 
were brought to the United States and adopted into white families who were not equipped 
emotionally or culturally to raise a Korean child. As transnational adoption programs expanded 
through the last three decades of the 20th century, narratives of transnational adoption, 
particularly in the African context, shifted to “saving the children” from destitute lives (Hearst 
2012:53; Hübinette 2004:20). Indeed, adoptive parents of Chinese girls justify their parenthood 
through the belief that their children have a better life in America than they would in China 
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(Dorow 2006:189). Finally, as my supervisor explained during my time at the National Council 
For Adoption ‘the Catholic Church basically invented adoption in the U.S.’ Adoption is 
conceived of as a form of good works in Christian practice; in fact, the one of the largest 
providers of adoption loans is America’s Christian Credit Union. While adoption-as-good-works 
is not an inherently colonial practice, when combined with narratives of saving children from 
poverty, Liisa Malkki’s “infantilization of peace” (Malkki 2010), and the pervasive sense that  
adopted children are better off in the U.S. because they were not valued in China, transnational 
adoption has the potential to – and often does – replicate neo-colonial inequalities between the 
developed and developing worlds. I firmly believe that consistent consideration of my position in 
the field is vital to negotiating my own potential to contribute to these power dynamics. How I 
choose to represent and discuss both the people I spoke with and the socio-political contexts in 
which their adoption occurred affects the way new readers will understand these narratives. 
In considering my position as anthropologist, I confronted three overarching questions:  
1. How does the nature of Facebook as a site that attempts to expand offline social 
relationships to the digital world situate my work in a digital field site in the 
context of previous scholarship? 
2. What responsibilities do I as a researcher, and particularly as a white researcher 
who is not adopted, have to my interlocutors who occupy very different 
identities?  
3. How do I reduce the potential for harm and promote a reciprocal exchange with 
the community? 
This thesis methodology draws upon work by Wilson and Peterson in the early years of 
Web 2.0, who called for “research that focuses on social processes and emerging communicative 
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practices rather than on specific user technologies” (Wilson and Peterson 2002:453). Rather than 
opposing virtual and face-to-face realties, offline social roles and ideologies were instead 
reproduced, and sometimes exaggerated online. As the world has seen more recently, online 
interactions can have offline consequences – coordinated protests across the Arab Spring in 2011 
occurred largely in Internet Relay Channels (Coleman 2015).  
Biela Coleman, Wilson, Peterson, Tom Bollestorff, and similar scholars’ work has 
shaped my own digital ethnographic approaches. Perhaps because Web 2.0 has been a part of my 
life from a very early age, I did not consider the internet to be a separate space in the same way 
that Wilson and Peterson did in 2002, and which Coleman alludes to in cautioning against 
“provincializ[ing] and thus particulariz[ing] the role that digital media play in the construction of 
sociocultural worlds” (Coleman 2010:496). Rather, I did not juxtapose the digital and the offline 
as fundamentally different communities. At points, my work felt uncomfortably Benedictian 
because I did not enter a physical community, nor did I participate significantly in discourse 
within the groups, though I observed it. Unlike Ruth Benedict’s The Chrysanthemum and the 
Sword (1946) however, I still went into the field, so to speak. While I may not have physically 
traveled, I liken my own experience to that of Mary Moran writing about the use of technology 
during the Liberian Civil War: “for all the emphasis that has been placed on how digital 
resources have ‘deterritorialized’ fieldwork…, it was these technologies that allowed me to keep 
my scholarship firmly, if virtually, ‘in place’” (Moran 2016:68). Without a digital fieldsite, and 
indeed without digital technologies in general, my research could not have been conducted on 
the same topic, even as the virtual field provokes questions about “what constitutes ‘the field’ as 
a place ontologically distinct from ‘home’” (Kraemer 2016:114). 
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 Tom Boelstorff’s work Coming of Age in Second Life is one of the first notable 
ethnographies conducted entirely in a digital sphere. Bollesdorff uses an avatar on Second Life, a 
virtual world experience developed by Linden Labs, to ask questions and interact with other 
users. He does not attempt to meet his online connections offline, and argues that the online 
personas he interacts with are just as valid, complex, and worthy of study as the offline personas 
of the people controlling the avatars. Furthermore, he argues that because he conducted his 
ethnography entirely within Second Life and about the Second Life experience, he should not 
know who the offline counterparts to his avatars were – the virtual world was in itself a context 
(Boellstorff 2005). Bollesdorff points out that his interlocutors in Second Life may have been a 
single avatar controlled by multiple people or multiple avatars controlled by one person. The 
account holder to avatar ratio is not one-to-one, but each avatar must be treated as an individual 
interlocutor regardless of who is behind the opposing screen. On Facebook, accounts are 
intentionally designed to be personal and to have one user per account. More importantly, in my 
seven years of experience on Facebook, no account I have ever engaged with is run by more than 
one person on a regular basis.11  
In addition to these differences in user interaction with the social platform, Facebook is 
often an extension of the non-digital social world into a digital sphere. My interlocutors were not 
digital avatars who I would never speak with in person. In fact, I conducted several interviews 
over videoconference and spoke with people whose names and identifiable offline information 
were available to me. Unlike Second Life, which promotes itself as an alternative universe where 
you can be anything or anyone you want to be, Facebook users tend to connect with people they 																																																								
11 There is, of course, the occasional prank wherein one person leaves their account open on a 
friend’s computer and a friend may use such an opportunity to write a funny status calling to the 
original user for failing to log out, but this is clearly differentiated from sustained two-person 
use. 
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already know. In cases when they do connect with online-only acquaintances, people connect 
through shared interest communities such as the Facebook groups I observed. As a user who was 
engaging with others on the site for anthropological purposes, this posed somewhat of an issue. 
When I created a social media account specifically for the purposes of my thesis research, I did 
so because I wanted a separation between my personal life and my research. I wanted to be open 
about my research to potential interlocutors who visited my profile, but I wanted to protect the 
privacy I have maintained on my personal Facebook account – privacy that makes me harder to 
search or see any information about my profile without first “friending” me. On the other hand, I 
did not want to seem like a fake account run by a robot. Such accounts are not uncommon, and I 
often judge whether or not to accept a friend request from a name I do not totally recognize by 
whether they appear to be a legitimate account or simply a robot. Legitimate accounts have 
photos, clear use, and frequently extend back several years. When I decided to create a separate 
account for the purposes of this research, I was conscious that an account with very little content 
would look less legitimate. At the same time, I did not want to compromise my privacy by 
providing too much information. To this end, I tried to incorporate some of Boelstorff’s 
methodology into my own work, particularly where he attempts transparency by stating that his 
avatar, Tom Bukowski, is an anthropologist in Tom’s profile (Bollesdorff 2005). Similarly, I 
immediately offered a brief explanation on the nature of my research in my first status, and used 
my bio section to link to my research consent form.  
My “work” profile became a chance to offer a completely curated version of myself, 
unconnected to how people who interacted with me offline knew or understood me. I explained 
what I was interested in outside of my research, what the purpose of my research was, and tried 
to make my “About Me” status personable and something that sounded like me. But for as much 
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as I tried to be open, I cannot avoid the fact that that openness in and of itself was curated 
Although one could argue that all presentations of the self are curated – online and off – this 
particular instance was marked by the sense of self-awareness that led me to realize I was 
curating this account in the moment, rather than realizing it in retrospect. I drafted and edited the 
“About Me” status before posting, I chose pictures that deliberately did not show other friends or 
family, but did show something of my non-academic interests. I wanted to appear as a real 
person, but without all of the embarrassing photos from 2010 on my personal account. I listed 
my school and offered a note with information about my interests and hobbies as well as more 
information on the project. In addition, I left the privacy controls as open as possible to ensure 
that anyone in the communities I engaged with could easily see who I was and what my purpose 
in the community was. But, I did not add “friends” on the new account, concerned that additional 
connections to my life outside of my research might influence how I used the account. Building a 
social media profile is a series of curatorial choices, but in this case my curation was conscious 
and justified during the curative process. 
In approaching this project, I felt extremely conscious of my position in this field as a white 
person who grew up in my biological family. I don’t share either of the two identities that have 
influenced the questions I ask. On the one hand, this means I came in with virtually no preconceived 
notions about my interlocutors’ experiences from personal memories. On the other hand, I was – and 
remain – perhaps more liable to err in trying to understand or represent my interlocutors’ experiences, 
having no personal experiences that might directly compare. Although I grew up around families who 
had adopted children and this idea did not feel strange, I still felt concerned that I would make a social 
error in conversation. In addition, the nature of my field site complicated the dynamics of exchanging 
information about myself with my interlocutors, which was both frustrating and offered a sense of 
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safety in being able to choose what I wanted to present about myself on a curated-by-default social 
media presence. Reflecting on my positionality, I think defining my position in this field site with 
respect to the identities I occupy – to say nothing of the training I carry as a researcher in 
anthropological genetics where my interlocutors often have a more generalized understanding – 
became and remained a question of how I curated my “work” Facebook presence. What I shared 
became a very deliberate decision in initial conversation, but when speaking with interlocutors over 
videoconference, or later on in interviews, I found myself sharing my experiences of traveling abroad, 
and my thoughts on the ethics of my own positionality. 
This curated profile became less consciously influenced when I started speaking with 
interlocutors over videoconference. Without the ability to edit my questions or responses, and because 
I was recording the interview, I felt more like I was speaking with a friend than conducting a research 
project. At the same time, as the transcribed text below indicates, I still felt conscious about my 
position in the project based on the identity spaces I did and did not occupy. 
“Me: Yeah, no I mean, I’ve actually, one of the things I’ve ended up deciding to do for this 
project is um – so I got grant money to get access to the kit so that I could sort of get on the 
forums and see what’s going on there. But I was sort of back and forth on whether or not I 
actually wanted to use it [the spit kit]. And I realized, I won’t get the same experience by not 
using it and sort of still being on the site and trying to talk to people. So as much as I already 
sort of feel like I know about these things from family history, there’s a sense that I’m missing 
out. Which I guess is sort of tangentially related to this question of people who choose not to or 
choose to [search for information about their adoption or take the DNA tests] – I’ve been going 
back and forth for four months trying to figure out, like ‘do I want to do this? What are the 
costs, what are the benefits, especially in terms of privacy?’ And ultimately it just came down 
to this question of like, I feel like I will be missing out for my research if I don’t do it. And 
like, for that to just change your mind – it’s just such a simple thing in a way. 
 
Annabelle: Yeah, yeah for sure, and I think you make a good point around the ethics of it, 
you know being able to access information like that. And I guess that’s the Anthropology 
speaking to us right there, but like, you know regarding research as opposed to personal – 
as they call it – ‘personal gain’ so your own interests in research verses research 
regarding like, your educational or academic kind of path I guess. It’s important to note, 
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and I think that it’s a good disclosure to give, because that itself ensures respect to the 
participants, myself included, but also any other person that you speak with. Because I 
can see how if someone were to hear that or find that or whatever, and they don’t really 
have the full understanding of what you’re doing, there could be a potential for 
misunderstanding. Which, of course that’s not what you’re interested in and no one wants 
that, but I guess I think that it’s good that you disclosed that to me. But yeah, so I guess I 
just wanted to acknowledge that point. 
Me: Now, for clarification, when you say disclosure, you mean me saying I ended up 
deciding to do the testing or like –  
Annabelle: Yeah, well, and also that you disclosed you concern of going back and forth 
of ‘should I or should I not?’ I think that was important to know because, not only for me 
but just for yourself too to know that you can be transparent especially regarding a paper 
like this. But also it’s just like, a social responsibility because you are handling sensitive 
information. But also I know of people who in anthropology especially, maybe they 
didn’t fully learn that their actions affected certain people negatively and that their 
actions repeated themselves in other formations or other anthropologists because it was 
never noted. And that’s just part of the human condition of course because no one is 
perfect and people maybe have done things that were self-serving or something” 
(Interview, January 20 2018). 
 
This exchange took place about midway through my first interview with Annabelle. We had 
moved to talking about my research, and I had explained the reasoning that led to my decision to 
use the 23andMe spit kit for my own DNA test as well. I wanted to understand not just what 
participants felt about what they saw, but to have that experience for myself, and to note what I 
felt and thought in real time. However, as Annabelle notes, she was grateful that I had told her I 
had chosen to use the test for these reasons. Having studied some anthropology in college, she 
was aware of the ways in which the discipline has exploited minorities, often people of color, for 
white researchers’ personal and academic gain; something I brought up a few moments later in 
our conversation: 
“Me: Like, and it gets away from the whole ‘interviewing you,’ but this is I guess a back 
and forth so, I – like, you’ve minored in Anthropology, you know where it’s started at a 
certain point, and that’s like, something I’m really conscious of because something I’ve 
consistently encountered in studying Anthropology is this question of exploitation, 
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especially from white people to other countries. And that’s something I’ve been so 
conscious of in doing this research and in starting to talk to people, like, I don’t want to 
be exploitative, I don’t want to propagate these systems of white people coming in and 
being like ‘I want to know things!’ and then leaving and not really doing anything like, in 
return, and so, I’ve been trying to figure out how to make that research more ethical in 
that sense, even if the IRB doesn’t necessarily require it. Like, that’s something that I 
really do want to be conscious of, and I really appreciate that you told me that me talking 
about my own use of the DNA testing services was helpful and reassuring in some ways 
because that’s really important to me as somebody who wants to continue going into 
anthropology and like, trying to do ethical research that isn’t exploitative and that is 
aware of the history and the ways in which this has been a really terrible science in some 
ways in the past. And in the ways in which it sort of continues to be for people. So I yeah, 
I really appreciate this discussion.” 
Later, as I transcribed the interview, I realized that Annabelle seemed less concerned about the 
fact that I was white and more concerned about the fact that I was also participating in my own 
research by doing the DNA test. To her,  
“It’s important to note…because that itself ensures respect to the participants, myself 
included, but also any other person that you speak with. Because I can see how if 
someone were to hear that or find that or whatever, and they don’t really have the full 
understanding of what you’re doing, there could be a potential for misunderstanding.” 
 
It was not until this conversation that I began to really engage with the collaborative 
nature of my approach to ethics in this project. While my earliest field notes include some 
discussion of my positionality and a desire to demonstrate awareness of my positionality in my 
interactions, this was the first conversation in which I felt I had truly been able to do so. This 
discussion emphasized the importance of communicating my position and my opinions 
reflexively – not only in talking about my findings but also in how I framed my research given 
my theory-influenced perspective. Furthermore, this response demonstrated the benefits of open, 
dialogical, and reflexive ethical consideration negotiated between the interlocutor and the 
anthropologist. Building trust through openness vis-à-vis my methodology, particularly through a 
less-premeditated curation of self than my work Facebook, established a dialogue in which my 
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interlocutors and I could negotiate the ethics of my research collaboratively. I believe that in 
doing so I was able to better articulate and analyze the ethics of my research methods. Telling 
Annabelle about my personal stake in this research, in what to me felt like a side note to my 
intended conversation, spawned a discussion about the ethics of social science research in 
general and deepened the relationship because I wasn’t just a researcher anymore – I was 
researching myself too.  
What strikes me about the difference between this interview and the curation of my work 
Facebook account is that despite being intentionally more open about myself and my background 
on Facebook, it was a comment I did not intentionally perform reflexivity in that helped 
Annabelle to feel like she could trust me as a researcher. While I wouldn’t necessarily alter my 
Facebook profile if I were to create it again, this particular contrast demonstrates the necessity of 
both curated openness (which enabled me to enter my field site initially) and relatively uncurated 
freely offered information, which allowed me to build trust with an interlocutor.  
Each of these observations – on my social media use, on my openness, or on my curated 
self – considers my entrée into the field but fails to acknowledge that my accountability as a 
writer is equally worthy of consideration. A permanent record of my conversation with each 
interlocutor exists in our chat logs and I have transcribed the two interviews I conducted over 
videoconference in full. I have also offered transcriptions of our conversation to each 
interlocutor, and many have accepted. I have made it impossible to separate my interlocutors 
from my audience as I will be making my research publicly available, and most of my 
interlocutors are either in college or have a college degree. Several have previously conducted 
research into adoption or studied anthropology. Almost all of them will receive a copy of this 
work directly. 
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The 2012 code of ethics in Anthropology states “[a]nthropologists have an ethical 
obligation to consider the potential impact of both their research, and the communication or 
dissemination of the results of their research...They must not plagiarize, nor fabricate or falsify 
evidence, or knowingly misrepresent information or its source”  (Ethics Statement, Section 2 
2012). Section 5 of the same code requires that I make my results available. “Anthropologists 
should not withhold research results from research participants, especially when the results are 
shared with others” (Ethics Statement, Section 5, 2012). My interest in accountability and my 
efforts to invite transparency between the finished product and the people with whom I spoke 
may appear stringent. Indeed, one of my advisors suggested that in trying to offer reciprocation I 
was probably creating extra work for myself beyond what might be necessary for an 
undergraduate thesis. Furthermore, anthropology as a discipline tends to reject blanket standards 
in favor of context-dependent decisions, and the Code of Ethics acknowledges that certain 
situations may require decisions to be made that go against the principles of the Code, and that 
the Code itself is a guideline (Ethics Statement 2012). The ultimate decision and responsibility to 
“do no harm” lies with the practitioner. While I certainly would have made less work for myself 
by not offering transcriptions or small gift cards, I felt I had a responsibility to my interlocutors 
to offer something material to acknowledge their efforts. Some of the interviews I conducted 
over Messenger ran from late January until early April and without each person’s perspective 
and aid, I would have been unable to complete the ethnographic portion of this thesis. Offering 
material gifts and ensuring accountability in my published work is ethically responsible and sets 




My findings are based on eight extensive conversations with girls adopted from all over 
China. Participants’ ages ranged from late teens through late 30’s. The majority had been 
adopted in the 1990’s when adoption from China was becoming more popular and, compared to 
today, accepted applications from a wide variety of prospective adoptive parents. In addition, I 
spent a significant portion of the past six months observing two primary Facebook communities, 
which I have given pseudonyms: Adoption Ancestry, and GenTest Participants. Adoption 
Ancestry was largely composed of adoptive parents in the process of testing their children’s 
DNA with various companies. GenTest Participants was open to users of a specific company’s 
services. Drawing on my interviews, community observations, and my own experience of 
undergoing 23andMe testing, the data I have gathered offers several key observations, 
particularly when juxtaposed with relevant literature. Broadly, adoptees undergo personal genetic 
testing for a variety of reasons, but most often use it to gain information about their ancestry and 
possible medical conditions or in the hopes of finding birth family members. However, DNA 
testing is not conducted in isolation of other identity processes but is often part of a larger 
“quest” to generate a narrative of their time in China and to find physical evidence of their 
“Chinese-ness.” Finally, though the results of the DNA ancestry tests are ubiquitously majority 
Chinese, most of the participants I interviewed did not identify as exclusively Chinese and some 
did not consider themselves Chinese at all. 
 
“The Quest” 
I reached out to Annabelle during the first big blizzard of 2018. Sitting in the communal 
dormitory kitchen while waiting for water to boil at lunchtime, I typed out my standard 
introductory message and clicked send. 
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Hi Annabelle, 
My name is Kit Mitchell, I’m a senior at Wellesley College writing my senior thesis on 
personal genetic testing and adoption. I saw your post in the Children Adopted From 
China group regarding your acquaintance’s research and wanted to reach out to you about 
a similar research topic. If you’re interested, I’d really like to talk with you about your 
thoughts/feelings/experiences with DNA as part of my research. Please let me know if 
you would be open to this and any questions you my have. Thanks! 
 
Three hours later, Annabelle replied saying she would be open to chat. A few exchanges into the 
conversation, she asked if we could set up a time to videoconference instead of talking over text. 
I was hesitant at first, largely because I wasn’t sure how or if speaking over videoconference was 
covered under the approved proposal from the IRB, but agreed after I reasoned that video chat 
was no different from a privacy or methodological perspective than extremely rapid messaging. 
We set up a time to chat that Saturday. 
When her call opened, Annabelle was holding a tablet, judging by the angle. She was 
slightly backlight by a large lamp, but not so much so that I couldn’t see her distinctive winged 
eyeliner and curly brown-black hair. She immediately launched into questions about the specific 
goals of my project to ‘make sure she was giving me the information I needed,’ and it was a 
moment before I could ask to record our conversation so I could quote her accurately.  
“I did 23andMe to better understand my ancestry DNA and I was actually frankly, well, 
sort of surprised but not too surprised by the way they categorized my DNA. They did say I was 
more or less like uh 85-90% Chinese, Han Chinese probably more like Southern Han, right, and I 
do have a little bit of, well, not a little, a lot, of southeast Asian – however they identified that is 
very vague,” she told me (Interview, January 20 2018). Adopted from Yunan Province as a 
toddler, Annabelle had already been to China several times and searched extensively for her birth 
family. Her DNA had been tested for a match against several families that had come forward and 
she was already registered with the local authorities. Testing through 23andMe was not part of 
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her birth parent search in the same way, but was instead a way to further examine her ancestry 
and medical profiles. However, finding “fifth and third and fourth cousins” is “an important part 
of [her] journey in regards to, again, learning about my ties and my genetic ties.” 
“I can take a probable level of search – the quest I guess – and to know the general 
basics, you know, do I have a brother of sister, or do I have similar hair to my parents of 
eyes of whatever, you know, or personality and stuff. But at the end of the day I also look 
at the realness of it – there’s history with it and I want to know what or where I was in 
that history” (Interview, January 23 2018). 
 
This idea of a “quest” or “journey” is often employed in speaking about connecting to 
one’s birth family or Chinese roots. Where “adoption narratives respond to a demand and desire 
for social intelligibility by somehow negotiating the discontinuity between social and blood 
origins” and ultimately separating “Chinese-ness” from the adoptive family (Dorow and Swiffen 
2009:567), the identity narrative of many adoptees I interviewed sought to bridge a white Euro-
American upbringing with Chinese culture. Tobias Hübinette, writing on the identity of 
transnational Korean adoptees, argues that Korean-Western identity fits well into Cohen’s model 
of “victim diaspora” – an involuntary displacement caused by catastrophic and traumatic events, 
in this case relinquishment and adoption (Hübinette 2004:22). It is true that the process of 
transnational adoption can be considered deeply traumatic. One adoptee described the story of 
her relinquishment at age 2 – she was left at a bus stop and later brought home by a local man 
who already had a son (Interview, February 5 2018). After no one claimed her in several months, 
she was placed in the care of the local orphanage and adopted from there. Similarly, Annabelle’s 
first language was a local provincial dialect, not Mandarin or Cantonese. Her parents “put me in 
environments in which they spoke Mandarin but they didn’t understand that there’s even with 
Cantonese and Mandarin being the most top spoken dialects, technically, in China spoken abroad 
as well, that there was a lot of misunderstanding regarding just even simple social interactions in 
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a restaurant” (Interview, January 20 2018). Circumstances of abandonment, institutionalization 
in orphanages often ill-equipped to care for the number of infants they had, and uprooting and re-
attachment to adoptive parents all affect a child’s development (Johnson 2004:20–22; Adoption 
Advocacy and Awareness - National Council for Adoption n.d.). Janet Carsten’s research 
demonstrates that “adoptees seek to recover a sense of agency of their own pasts” through 
searching for birth family (Carsten 2000:689). I argue that this “quest” can be a way for adoptees 
to examine their immediate past but also to assert their place in a larger cultural and historical 
map of China and the surrounding countries. 
Several adoptees I spoke with had gone through periods where they were intensely 
uninterested in learning about their ancestry or cultural heritage. One such person, Mulan, 
believes her perspective shifted when she began college. 
“It could be that I found more Asian people to hang out with and that helped me accept 
and learn about my own culture? It could of also been that I started to really enjoy kpop 
and Korean culture and that helped me come to terms with being Asian and how cool its 
history and culture is” (Interview, February 8 2018). 
 
She joined the Korean and Chinese Student Associations, started connecting with other Asian 
people and made friends in a community she had previously kept separate from her majority-
white friends at school. Mulan considers herself “curious to find out more and to help others 
study and learn about adoption” (Interview, February 5 2018). 
 
Making Sense of Results – Interpreting and Incorporating PGT into Life Narratives 
A college senior from New York City, Jane had not undergone personal genetic testing 
but was seriously considering it when we spoke. Like Mulan, she was interested in the medical 
possibilities of testing. “I think the reason I ultimately decided to try the DNA option is because 
in my particular circumstance, as much health information as I can get is gonna be useful to me 
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as I have a couple of health conditions that the more I know about the better I’ll be able to deal 
with them” (Interview, March 2 2018). She also hoped to find birth relatives, but expected that 
they would also be adopted from China. “I think at this stage in where DNA testing is being used 
by adoptees, it’s much more likely to yield a relationship to another adoptee.” Because 23andMe 
is not licensed to operate in China, birth parents and immediate birth family are less likely to be 
part of the user databases. Distant cousins who may also have been adopted are a more frequent 
result – Annabelle and Liya both connected with distant cousins who had been adopted. Diana, 
another interlocutor, and Annabelle had also been interested in receiving the medical information 
offered by various services. “There were many things I learned about my health and I can be 
more aware of them in the future,” Diana told me. “I do think it’s beneficial to learn about these 
possible health risks. It’s also scary in some ways…. I also don’t worry too much about these 
risks because I don’t know how accurate they are” (Interview, February 18 2018) While Diana 
expresses a clear concern for her future health; she also acknowledges that the results might not 
be accurate. Crucially, she does not distinguish between the tests, the results, or the scientific 
evidence that supports the interpretation of the data when discussing accuracy, which suggests 
that these are not necessarily separate entities from her perspective, or that their separation is not 
significant. 
Diana’s commentary is not unexpected. A 2016 study discussed in the Journal of Clinical 
Oncology found that health behaviors were not significantly altered by the results of DTC 
genetic testing (n.a. 2017:1). Conversely, Schwartz et. al. (2012) found that in patients tested for 
BRCA1/2 mutations, those given a positive result were significantly more likely to undergo risk-
reducing mastectomies but less than 40% of patients studied chose to undergo the surgery. 
However, these women were also recruited through a cancer institute and had previously been 
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involved with BRCA1/2 studies; 97% of participants had at least one relative with cancer. The 
intense specificity of this population suggests that when precedent for a disease exists in a family 
line, preventative measures may be considered or undertaken at greater rates than the general 
population. However, without this precedent, these results may differ. 
Ironically, though this project was born out of a question that specifically concerned the 
medical aspect of PGT, I did not conduct an exploration as deeply into this topic. Partially, 
investigation into the medical aspect is limited by the additional cost. Prior to the 2013 cease and 
desist letter from the FDA, 23andMe offered a single test with both ancestry and health 
information. The FDA ordered that 23andMe suspend most of their health tests because they 
constituted a medical test without appropriate mitigations on the results and inadequate 
laboratory certification (Carrington 2017). After removing the requested tests, 23andMe began 
marketing two packages – an ancestry-only kit or an ancestry and health-related kit. The health-
related kit currently costs and additional $100, an expensive upgrade for most consumers. As a 
result, group members often suggested people upload their 23andMe results to WeGene or 
Promethease, secondary analysis companies where $5 or $10 could provide a health analysis of 
the raw data. Still, some adoptees chose not to know. Those who had expressed interest did so 
not because they suspected anything significant would be revealed but out of curiosity. 
What is particularly interesting about Diana’s comment on the uncertainty of results is 
that Diana had previously noted how “many things did add up on WeGene. For example, lactose 
intolerance, sleep issues, and so on” (Interview, February 16 2018). Each of these things would 
be classified under a “health” test on 23andMe, and I interpreted this statement to mean that 
Diana was judging the accuracy of test based on how well it matched what she knew to be true in 
her own life. Annabelle expressed a similar sentiment when discussing her own testing results. 
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“…I like learning that, for example, it was confirmed that I’m not highly intolerant of 
lactose so I can have some dairy products which I’m like, “yep, that seems to ring true 
still.” And, you know, regarding Asian Flush with alcohol, it said I have a pretty high 
tolerance which makes me kind of happy because one, I’ve actually never had enough 
alcohol to know if I ever did have Asian flush but it’s confirmed in my DNA” (Interview, 
January 20 2018). 
 
Yet, this statement was also preceded by her sense that the tests needed to be taken with a grain 
of salt because “it’s all about the backing of information and research that goes, you know, with 
23andMe and other ancestry companies” (Interview, January 20 2018). 
My interlocutors did not outright question the results of a test, but did seem to semi-
consciously express doubts or an unwillingness to take the results at face value. Guan Yu and I 
discussed her ancestry results in depth. Adopted from south-central China, she was surprised to 
find that her Family Tree DNA test showed a majority Northern Han background. “I was 
expecting to be more from Vietnam, Thailand and countries around there. I also don’t look 
stereotypically northern” (Interview, February 27 2018). When she revisited the results to send 
me pictures, “interestingly, Family Tree now says almost half and half north and south” 
(Interview, March 1 2018). 
Similarly, members of the Adoption Ancestry Facebook group expressed some confusion 
when encountering results that did not match with the geographic location of their child’s 
adoption. I recall encountering a post early on in my search through the backlog of the group 
where a mom sought an explanation for her daughter’s apparent Polynesian ancestry. Another 
mom copied her sons’ results from WeGene, which cited particular cities where the samples 
matched most closely. She asked why the cities were in such a different area of the country from 
where her sons had been adopted. Group members frequently tagged the administrator or other 
perceived experts to ask why results differed significantly across testing platforms. Results are 
perceived as empirically valid. Conflicting results between analysis services for the same 
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ancestral group, rather than devaluing the overall validity of either company’s report, 
necessitated a “choice” in what to believe. In cases where information did not mesh with the 
expected outcome, commenters frequently cited historic migrations or the nebulous nature of 
boundaries in the region as potential reasons.  
As I have argued in Chapter 2, genetic ancestry testing, especially at an individual-
genome level, can be imprecise or based on biased sample populations. It is possible that in each 
of the cases discussed above, ancestry results appear different from what the consumer expected 
because of the underlying biases and assumptions within the algorithm and result interpretation. 
A variant may be assigned to the Polynesian category without the person ever having Polynesian 
ancestry. Separately, the sample population in and of itself may be biased towards certain areas 
of Asia, as no systemic sampling of any country’s population has occurred (Duster 2011:105). 
Different results between companies likely occur due to variance within the consumer pools. To 
a certain degree, the relative accuracy or inaccuracy of any result can be explained through 
technical variance. That said, we may never be able to explain a particular discontinuity without 
understanding the lives of our parents and grandparents, and this uncertainty can be deeply 
difficult to hold. 
On the other hand, the connection to an often centuries-prior historical event as a source 
for ancestry speaks again to the larger issue within Chinese adoption of how adoptive parents 
conceive of their child’s birth culture. One parent, commenting on another’s post sharing some 
of the highlights of her child’s ancestry results, said ‘you must have ancestors who traveled with 
the Mongols!’ An ancestor with Mongolian DNA from eight generations ago is unlikely to 
appear as a significant presence within one’s DNA. Statistically, they should contribute less than 
half of 1%, and that individual contribution grows smaller with each preceding generation. 
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Mongol invaders who raided China several centuries ago would not have contributed any 
meaningful fraction of DNA without sustained presence in the community, which begs larger 
questions about affiliation with a group after several generations away. In sum, the Mongol 
invasions, ancient trading practices, and other distant-past events statistically do not contribute a 
significant amount of DNA to current ancestry under the “pure genetic ancestry” assumptions 
these algorithms make. Within adoption communities, the “overwhelmingly celebratory view of 
China and Chinese culture” often results in an engagement with Chinese culture that connects to 
China’s “ancient past” as a source of ceremonies and traditions to engage with (see Chapter 3). 
Whether intentional or not, the connection between a present-day child and the (relatively) 
ancient historical past (eg: the Mongol invasions of the 12th and 13th centuries) continues to place 
China in a history which ignores current and recent-past political struggles. 
Parents and adoptees rationalize discontinuities or unexpected information through 
seeking explanations, but also through drawing positive comparisons with the group indicated, 
usually through physical features or personality. Upon discovering that 23andMe had classified 
some of her ancestry as Native American, Annabelle and I had the following exchange: 
“…and then also, ironically speaking, I have like, Native American in me, which I think 
is interesting but the way they put it on 23and Me is they’re saying I have the same gene 
connection as what Native Americans have here because of the Aleutian Islands 
Me: The Bering Strait. Yeah. 
Ming: So um, but I can see that because when I was, for example in Arizona and New 
Mexico being, or working with, the Hopi people there along with the Navajo reservation, 
I could see some resemblance in my aesthetics. Like thicker hair, or wavy hair, but also 
just in body shape or type or whatnot so I can understand why my DNA would be 
displayed like that” (Interview, January 20 2018). 
 
The conversation then turned to her experience with WeGene, which specializes in Asian 
consumers and provides a more specific breakdown that incorporates ethnic minorities in China. 
Annabelle’s observation of physical similarities between herself and the Hopi and Navajo 
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nations immediately struck me because it so overextends the possible genetic connection. Not 
only does Annabelle draw a connection to the prehistoric past of human migration to connect to 
her ancestry, she offers a direct comparison in visible phenotype, suggesting that the complex 
relationships between genotype and phenotype are often blurred in interpreting results. The 
features she suggests – body shape and hair texture – are polygenic phenotypes, and many of the 
genes that contribute to the phenotypes have not yet been determined. In addition, Annabelle 
references specific groups of Native Americans. My own 23andMe results showed Native 
American DNA, but on the cartographic representation of my ancestry the entirety of North and 
South America was colored bright yellow to represent the 0.6% of assigned variants. The 
perceptual distortion in this representation aside, this data visualization and the accompanying 
report offers no breakdown in terms of tribal affiliation, or even which America the ancestry 
traces to. In comparison, there are 13 categories for Europe alone. 
Differentiating below the continental level for Native American ancestry would require 
significantly more samples than 23andMe, or indeed any company or international genome 
project, has at its disposal. The historical cultural genocide, colonial duplicity, deadly epidemics, 
and suppression of tribal sovereignty efforts, as well as the continually fraught relationships with 
the Mexican, U.S., and Canadian governments (among North American groups), has created an 
atmosphere in which most indigenous groups are unwilling to participate in DNA sampling. 
Those who have participated in genetic studies have suffered as a consequence. Notably, blood 
samples from the Havasupai of Arizona were neglected for decades in a lab at Arizona State 
University and subsequently used without informed consent in a doctoral thesis. The findings 
threatened the tribe’s land rights to the Havasu canyon, the vast acreage of which had only 
recently been repatriated by the U.S. Government (About Supai n.d.; Harmon 2010). Collective 
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decisions against providing DNA samples for mapping projects mean that Native American 
DNA remains undifferentiated by tribal affiliation, region, or continent. 
Given the non-specificity of the Native American category, it is thus notable that 
Annabelle draws a specific link through DNA to two particular groups. Yet she connects their 
shared ancestry to the migration from present-day Russia to Alaska over the land bridge during a 
recent ice age, and acknowledges that “the way they put it on 23andMe is that they’re saying I 
have the same gene connection as what Native Americans have here” (Interview January 20 
2018). In other words, Annabelle notes that the ancestry is shared with rather than derived from 
Native Americans. Although her interpretation of this shared ancestry in physical similarities is 
perhaps misguided, her language indicates that there is an understood distinction between shared 
ancestry (eg: descent from a common group) and ancestry which comes directly from a Native 
American individual – implying some sort of return crossing from the Americas to China. I 
believe it is important to note that in phrasing her statement the way she does, Annabelle is 
fundamentally correct. That said, her subsequent interpretation of this information possibly 
overextends the phenotypic effects of such shared ancestry. At the same time, she states both 
before and after this point in our conversation that the results of a DNA test might not be 100% 
accurate, and her discussion of Native American DNA was only a moment in our discussion, not 
a point we belabored at the time. 
In all fairness, interpreting the results of an ancestry test is difficult on 23andMe. On the 
very bottom of the report page, customers can click a link to “View Scientific Details” (23andMe 
n.d.). The page provides a general, non-technical overview aimed at explaining the process to the 
average consumer, and offers further details in a series of white papers tailored to particular 
aspects of the report. The white papers are highly technical and clearly aimed at an audience with 
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a significant background in genetic research and terminology, as well as statistical training. They 
are not intended for the average consumer, but these white papers articulate the statistical 
justifications and assumptions that underlie a particular result and provide a clear discussion on 
the how confidence levels, ancestry proportions, and other significant details are set. Though 
these papers are technically publicly available, the base knowledge required to interpret the 
papers renders them inaccessible to the average consumer and thus leaves the first page of 
published results open to interpretations that overextend the meaning of the data received. 
 
Desiring Kinship – The Search for Birth Relatives 
As previously discussed in Chapter 3, the political and social context informing Chinese 
adoption policies meant that the majority of children adopted to the United States have little 
paperwork to indicate parentage. Foundlings often have “abandonment papers” that might record 
the name of the finder. Mulan recalled that the man who had found her said “he saw me at a bus 
station…when he went to work, and I was still there when he had returned. And because I was 
dressed fairly nicely, the man thought I was just lost, not abandoned, he took me to the police 
station” (Interview, February 5 2018). After several months when no one had claimed her, Mulan 
was taken to the local orphanage and adopted. 
There are other, often highly publicized, circumstances under which children came to be 
adopted. Birth planning officials removed children directly from parents who had intended to 
keep their out-of-plan child (Johnson 2016:117, 140). In other cases, adoption workers would use 
unethical means to convince parents to relinquish their children. The only non mainland-Chinese 
adoptee I interviewed was adopted from Taiwan through an orphanage later implicated in a 
trafficking scandal. Johnson points out that the cost of running an orphanage, which included 
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providing food, basic care, and hospital expenses, could not be supported on the limited 
government funds from domestic adoptions. Transnational adoptions, which had fees of several 
thousand U.S. dollars, could enable an orphanage to pay the hospital fees of more infants, rather 
than triaging those children most in need of care and most able to benefit over others (Johnson 
2004:20–22, 33–34). Such economic pressures should not and do not justify the unethical actions 
taken in rare circumstances, but in offering a brief discussion of them I seek to create a clearer 
context in which unlawful adoptions took place. 
As many children adopted from China during the peak years approach adulthood, the 
power of the internet and biotechnologies has created an environment in which search is not only 
possible, but human interest stories of siblings who discover each other through DNA testing 
make such avenues appear viable. Throughout my time in Adoption Ancestry, parents and 
adoptees expressed hope and desire to find genetic relatives through testing. The group 
administrator as well as other parents considered “experts” within the group pushed those 
considering testing to use 23andMe first because ‘more Chinese people use it.’ From 23andMe, 
users could upload the results to GEDMatch, Family Tree DNA, WeGene, and a variety of other 
sites to cast as wide a net as possible for biological relatives. 
23andMe offers users the chance to “share and compare,” their results with other users. 
This feature opens up the opportunity to discover potential cousins, or to link with family 
members who have also done testing and trace inheritance through similarities in reports. I found 
a second cousin in my own brief perusal, but none of my interlocutors had discovered anyone 
closer than a third cousin. When I observed that parents in Adoption Ancestry “seem very 
excited even by finding (extremely distant) cousins,” Liya noted, “I recently connected with a 4th 
cousin which is very distant. But it’s also the only blood connection I have right now. Hard to 
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explain, but most of us have grown up knowing that it’s almost impossible to find any relatives 
so even when someone super distant pops up it’s pretty cool” (Interview, December 16 2017). 
Annabelle alluded to a biogenetic basis for a shared love of travel between herself and a cousin. 
Both Annabelle and Liya mentioned that some of the cousins they connected with were also 
adopted; something Jane felt could be attributed to the large proportion of users living outside of 
China (Interview, March 2 2018). 
Annabelle had also used her DNA samples to search for birth relatives while in China. In 
the past seven years, four families had come forward saying that she might be their daughter, and 
each had turned out not to be a DNA match. Yet, the narrative story of the first family who had 
come forward, as it was relayed to me, seemed like it could have fit well enough. Without the 
DNA test to refute the possibility of a genetic relationship, it is possible that Annabelle might 
have accepted the first family that came forward as her birth family. Such a possibility 
approaches the two central questions of this thesis. First, what is particularly valued about the 
perceived certainty of a DNA test? Second, how do these tests change the nature of adoptive 
identity and narrative? Annabelle’s ongoing search for her birth family through DNA testing 
offers a case study for both of these questions as she reflects on the discovery that the first family 
was not her birth family according to the DNA test: 
“…we went out to lunch and it was just kind of a way to I guess, closing that chapter I 
guess. And it was really nice because he still treated me like I was his daughter. [He was] 
more or less feeding me even though I was what, 22. It was still very endearing for him to 
extend himself in that manner. Um, and he said you know, ‘I obviously, I wish that you 
were my daughter, it’s not the case.’ 
I dunno, I feel like because I didn’t speak his dialect it was hard to understand him, but 
you can always tell other people’s emotion based on their actions too not just their 
language… My teacher came up to me a few days later and said ‘you know, a reporter 
gave me this, which is from the father.’ And it was a little glass bracelet, which looks like 
a jade bracelet, and I said ‘oh, the father didn’t have to do that. Like, that’s very nice of 
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him but the father didn’t have to spend the money to do that.’ Mind you it was not more 
than a couple dollars… 
Me: But still. 
Annabelle:  - that’s a lot for him, yeah. He did it as a means of saying, ‘of course I know 
that, you know, I care about her like she is my daughter’ kind of thing. So I have that 
bracelet, of course I don’t wear it too often because I don’t want to break it accidentally, 
but it still has a pretty sentimental message of just how much of a loving father he is to 
his other children, and to me even though we don’t have biological ties” (Interview, 
January 23 2018). 
While Annabelle did not originally choose to undertake PGT for the purpose of finding birth 
relatives, she also took advantage of the family linkage features to connect with several third and 
fourth cousins. “Just learning about her growing up…some of her fears and some of her 
personalities are so similar to mine even though yeah, we’re cousins. I just found that to be kind 
of a cool and beautiful aspect of making a connection through genetics like that,” she recalled 
about a younger cousin (Interview, January 23 2018). Here again as in her perceived connection 
to the Navajo, the power of genetics as an empirical predictor of physical or personality traits 
appears to inform Annabelle’s interpretation of shared traits with distant relatives. 
The desire to search for birth relatives through PGT companies is also influenced by the 
power of human-interest stories in the media. During my observation in Adoption Ancestry, two 
events caused quite a stir among group members. In the first case, an article from the Today 
Show appeared in a post. Adopted separately from South Korea and raised apart, twin girls had 
never discovered each other until sending in their DNA samples to be tested. Similarly, but with 
significantly less public fanfare, two mothers in the group posted about finding their daughters 
had a sister. Although the families were not connected, the posts occurred only about two months 
apart. Such posts garnered hundreds of “likes,” and several dozen comments. Most commenters 
expressed happiness and polite ‘how wonderful for you!’ sentiments, though there were many 
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who added comments like ‘we would so love this for our daughter’ and ‘I hope we find a sister 
too!’ These expressions of wistfulness, which vastly outnumber comments about successfully 
finding close relatives or siblings, indicate that for many families, close cousins and siblings are 
a desired result, but not often a reality. Further quantitative research is needed to explore the 
degrees of relatives people find and connect with through PGT services, and the frequency with 
which such close relations are discovered. It is my belief that while close relationship discoveries 
make up the majority of widely shared human interest stories, the perceived rarity of such events, 
as well as the subjects’ close kinship makes these stories emotionally charged and more likely to 
garner media attention. 
 
 (Re)defining identity as a meaning-making process 
“Me: You mentioned ‘Chinese-American, American-Chinese’ and I was wondering – 
how would you call yourself? 
Annabelle: oh, man I switch back and forth all the time. Sometimes I’m like, um, I don’t 
know I just say – like, ok, depending on who I talk to because ok, some people are just, 
I’m sorry but some people just cannot think beyond one label verses two labels kind of 
thing. So in your case since obviously you’re more informed and more interested in the 
like, realness of a name and stuff, I would call myself ‘Chinese-American’ but loosely 
and in quotes, and with a hyphen.” (Interview, January 23 2018) 
 
As we wrapped up our second interview, I asked Annabelle how she considered her 
ethnic identity in an effort to strip the racially weighted tone behind questions that fall under the 
idea of “what are you?” The desire to create discrete boxes for each person’s race or ethnicity 
both informs and is influenced by identity politics movements within the American 
consciousness. Marginalized groups seek to claim space by uniting under a common banner of 
identity, and in doing so are able to mobilize time, money, and energy to accomplish social goals 
for their communities. These identities become banners that people must claim in order to 
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communicate their general life experiences in a commonly understood shorthand. I do not mean 
to argue that identity politics has no place in either an activist or general social context – a 
commonly understood series of labels supports the use of cognitive heuristics to understand and 
interpret the world. However, it is important to note that because identity labels seek to delineate 
categories of people, the attempt to create discrete clusters means that the narrative or 
expectations such labels impose will not speak to each individual experience equally. As a result, 
I felt it was important to investigate how a service designed to place labels on people conflict or 
cooperate with current identity politics at the juncture of transnational and transracial adoption? 
Many of the adoptees I spoke with described “feeling white” or “thinking of themselves 
as white.” “I used to think I was white in some ways but as I’ve gotten older I no longer think 
that is appropriate (possible because of backlash from whites and the states from POC),” 
Miranda told me (Interview, February 20, 2018). Anna used the term “banana person – someone 
who is white on the inside and yellow on the outside,” a comment which immediately struck me 
because I had never heard someone willingly claim such a term. Whether her use of the term was 
intentionally self-deprecating or something she genuinely accepted is unclear because we spoke 
over chat. As she was adopted to a non-English speaking country, it is also possible that the term 
means something different to her than to a Chinese adoptee in the United States. 
The politics of claiming a particular identity label have their origins in black and feminist 
movements, but have expanded to wider social movements such that “identity politics” is a 
common phrase (Bliss 2013:1012). At the same time “sociology is becoming more open to 
biological suggestions just at a time when biology is becoming more social” (Meloni 2014:594, 
emphasis in original). This epistemological exchange promotes social interaction with biology – 
the option to connect with DNA relatives, or the use of social media to discuss genetic test 
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results for example. However, it also promotes a biologically-informed interaction with the 
social. After my discussion with Annabelle on the nature of identity as a transracial adoptee, I 
included this question in all subsequent interviews. The majority of my interlocutors identified as 
bicultural, either Chinese or Asian-American, or in Jane’s case, American-Chinese.  
As I spoke further with Diana, she noted, 
“now that I think about it, the results [of the genetic test] have affected how I identify. 
I’ve gone back and forth with saying I’m Asian or Asian-American. Now that I know I’m 
mostly Chinese, I’m starting to say ‘Chinese-American.’ These past few years I always 
said I’m Asian-American. I’ve never said Chinese-American and I believe it’s because I 
didn’t know if I was ‘that chinese.’ (If that makes sense)” (Interview, February 25, 2018).  
 
About a week later, she told me she had celebrated the Lunar New Year for the first time. 
“learning more [about Chinese culture] allowed me to want to celebrate ‘kinda’ Chinese New 
Year…I didn’t celebrate it properly, but I was acknowledging it” (Interview March 2, 2018).  In 
my conversation with Mulan, she noted that her ancestry results had “not really” affected the 
way she percieved herself, but that “if I were to try to learn a second language it would be the 
language of the country I’m from. So [in] this case, Chinese” (Interview, March 18, 2018). 
Scully et. al. suggest in their study of Yorkshire men that “DNA results are woven into a wider 
narrative of selfhood relating to the past” (2016:162); “Genetics is not an end in itself…but 
rather a means to evaluate and potentially enhance a prior sociocultural essentialism” (170). 
While further quantitative research might better frame this trend among Chinese adoptees, my 
interviews suggest a similar result – PGT is a mechanism through which my interlocutors were 
able to confirm an identity they already assumed they posessed. Such an idea opposes Bliss’s 
claim that “[DNA] test results becme a tool for future bargaining …but they do not support 
collective empowerment” (2013:1019). However, Bliss implies that those who seek to identify 
with a particular group through genetic testing have no inclination to do so through wider social 
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perceptions. “Individual genetic membership can trump cultural membership, or membership 
born of common experience” (1019). I argue that because my interlocutors were treated as part 
of a minority group by wider society, they already had access to membership born of common 
experience. Rather than eclipsing this, membership born of ancestry testing seems to offer 
permission to more deeply engage with the idea of “Chinese culture” through language or 
holiday celebrations. Such a conclusion indicates that Bliss’s argument does not function within 
this context, though it is likely meaningful within the larger issue of modern identity politics. 
As I have previously noted, answers to my “how do you identify” question were highly 
individual. Quantifying this data necessitated that I create broad categories of “dual country” and 
“adoptive country” in order to create a meaningful graphic representation of my data. Even 
within those who considered themselves Chinese-American, some chose to hyphenate the words 
and others did not. The presence or absence of the hyphen is a highly political choice. As Eric 
Liu, a former speech writer for Bill Clinton explains, “American is the noun, Chinese the 
adjective…I am many kinds of American, after all: a politically active American, a short 
American, an earnest American, an educated American. This is not a quibble about grammar; it’s 
a claim about the very act of claiming this country” (Liu 2014). By the same logic, hyphenation 
acknowledges that these terms both carry weight and represents a balance between Chinese and 
American (noun) identities. Choosing to hyphenate or not hyphenate, to surround the term with 
quotation marks as Annabelle does, or to eschew the term and instead use “American transracial 




Throughout this research, and indeed throughout this chapter, I have distinguished 
between “Chinese” and “American” culture. This is in part a reflection of my own biases, and in 
part deliberate. When I began this project, and throughout the interview process, I created these 
bounds as an interviewer by failing to critically examine the ways in which such separation 
contributed to a “West verses Rest” paradigm. It was not until I began writing that I examined 
my own assumptions in my interviews. Chinese culture is neither bounded within national 
borders, nor is it monolithic. Furthermore, culture is embodied as both part of the corporeal self, 
but also through Mauss and Bordieu’s concept of habitus – the performance of culture through 
everyday actions (Mauss 2009; Bourdieu 1997). Thus, engagement with “Chinese culture” 
cannot be limited to direct material actions. However, as Toby Alice Volkman has argued, 
parents seek to connect their adopted children with “some relatively accessible form of Chinese 
culture: dance and dumplings, language lessons, Chinese babysitters and role models” (2003:38). 
Ann Anagnost terms this practice a “culture bite,” a phrase which directly connects with my own 
references to culture that is “digestible” in conversations with Annabelle (Anagnost, quoted in 
Volkman 2003:38). Parents, I observed, “who want to participate in Chinese culture, and who 
want to make that effort, [are] participating in the stuff that’s sort of like, flashy or digestible” 
(Interview, January 20 2018). Although anthropology recognizes that culture is not bounded, 
adoptive parents engage with culture in a bounded context. Dorrow and Swiffen (2009) sought 
to negotiate this dialectic by referring to parents’ bounded sense of Chinese culture as “Chinese-
culture” which “becomes a means to manage the heteronormative demand for social 
intelligibility” (Dorow and Swiffen 2009:564). However, I did not use Dorrow and Swiffen’s 
hyphenated term because it has no precedent ourside of academia, and may have proved 
confusing rather than helpful in conversations. Furthermore, it is virtually impossible to convey a 
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hyphen in speech, which would have rendered the point moot in interviews over 
videoconference. 
Because I intially operated under a bounded sense of “Chinese culture” and because this 
bounded sense is replicated in wider discourses of adoption within the community, my writings 
in this chapter have reflected this. While I can recognize and alter my own language to avoid 
perpetuating this idea of “boundedness” in future research – and I believe doing so incorporates a 
more transnational understanding of adoption through ideas of exchange – I cannot change how 
parents and adoptees speak about their own experiences. Because adoptive parents seek to bound 
Chinese culture (as I discuss in Chapter 3), their adopted children grow up within these linguistic 
and cognitive frameworks of bounded cultures. These boundaries mark children as different, 
such as Miranda’s reluctance to continue with Chinese language and cultural activities because it 
separated her from her white peers (Interview, April 1 2018). In order to understand how my 
interlocutors understood their lives, I needed to engage with them on their linguistic grounds. 
Hence, speaking about Chinese culture as a bounded entity separate from white Euro-American 
culture was deliberate even as I became cognizant of my doing so unintentionally. 
Throughout the process of writing this chapter, my biggest fear has been that I am 
misrepresenting my interlocutors. I have tried to alleviate this fear through recording and 
transcribing interviews and quoting directly whereever possible. There is a false sense of  
objective accuracy that I think we as student-anthropologists assume from processes of direct 
quotation. As a student abroad in Ireland, I recall speaking with an artist and friend about an 
interview they had given for a newspaper about their work. The article had quoted them directly 
but had ‘used parts of my interview I didn’t think got at the points I wanted to convey.’ My 
friend was not misrepresented or misquoted, but rather the author and the interviewee had 
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differing opinions of what was relevant from their conversation. As an anthropologist and 
researcher in these exchanges, I am conscious that I may have made the same errors as this 
reporter, and I will likely not know until after the thesis is published. 
On the one hand, I am the researcher in this context. My role is to ask questions and 
interpret the answers. It is not my job to make sure my interlocutors like me – although I 
certainly hope they trust me enough to be honest – and to present them as anything less than fully 
realized people would be disingenuous. Yet, this is not a book, nor is it a doctoral dissertation 
wherein I would have had a more extended and intensive immersion in the field. This is an 
undergraduate thesis, and it is a learning experience for me both in the topic of my thesis and in 
the practice of ethnographic fieldwork. Reflecting on my work in writing this chapter, I am 
reminded of George Washington’s farewell speech to Congress in 1796; “though in reviewing 
the incidents of my administration, I am unconscious of intentional error, I am nevertheless too 
sensible of my defects not to think it probable that I may have committed many errors” 
(Washington 1796). My hope in going forward is to reflect and learn from such errors, and to 
acknowledge that anthropology is improved as an individual and discipline-wide practice by 
accepting errors and improving upon them. 
Given these reflections, I believe the following to be true of my fieldwork. First, adoptees 
choose to take on PGT for a viariety of reasons – chiefly to gain insight into their health, to find 
birth family members, or to understand their ancestry. Particularly in the case of ancestry testing, 
results can offer an indexical and qualitative certainty of “Chinese-ness.” However, PGT is not 
conducted in an isolated context, but is often part of a larger search for meaning, narrative, and 
kinship with China and Chinese identity. In cases where adoptees felt uncertain about claiming 
space within the label of “Chinese,” ancestry testing served as a motivating factor to begin 
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deeper exploration of this identity; in cases where individuals had connected with China and 
Chinese material culture, ancestry tests had lower stakes associated. Within the framework of 
transnational and transracial adoption, it appears that personal genetics testing serves as a bridge 
between current and past identities and seeks to mediate identities in material culture, national 
















Chapter 5 – Conclusions 
 
In fifth grade, my reading teacher assigned us a book called Nothing but the Truth, an 
epistolary-style novel about a boy suspended for humming the national anthem. The book’s plot 
comes together through a narrative of documents and conversation scripts from the school 
administration, the teachers, parents, friends, and the main character himself. Reflecting on this 
plot now (though I certainly did not see it at the time), the idea of a partial truth lies at the core of 
this book. Nothing but the Truth shows readers that there are many truths – some personal, some 
displayed for convenience, some deeply held and others not so much; and it is this notion of 
partiality that I have returned to over and over again throughout the course of this thesis. 
I began my introduction with the sentence “It starts with a lie – of sorts,” and I still do not 
know whether this is a true statement. I have no memories of my great-grandmother, although 
she was alive for a significant part of my childhood. Whether she ever offered an explanation for 
the change in race between the 1930 and 1940 U.S. Census, whether that decision was 
intentional or simply convenient, I can only guess these answers. History must be told in order to 
survive. 
During our second interview, Annabelle said to me “I’ve come up with hypotheticals, 
what if my mom, my birth mom, was involved in some kind of drug trade or human trafficking 
situation or, if my mom was coerced into giving me away or maybe me mom didn’t want to give 
me away but other people took me away” (Interview, January 23 2018). Kay Ann Johnson’s 
work, as well as numerous news stories and documentaries, have revealed both the mundane and 
the sensational reasons for relinquishment under the One Child Policy (Johnson 2004; 2016). 
Any of these circumstances could have been the case for Annabelle’s mother, but they could just 
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as easily not have been. The truth is both unknown and unknowable. Annabelle told me she is 
comfortable accepting this uncertainty; “I feel like, well, I’m a young adult, I know there’s a lot 
of stuff that’s gone on in the world that isn’t always perfect…I would like to consider myself 
more mature than other people in some cases [because of my life events]…but at the end of the 
day, I also look at the realness of it – there’s history with it and I want to know what or where I 
was in that history” (Interview, January 23 2018). The idea of uncertainty – of unknown parents, 
unknown history – is a fundamental impetus for seeking information about one’s past. At the 
same time, a quest to resolve uncertainty conflicts with the partial nature of the truth. It is at this 
juncture of uncertainty, information, and a desire for understanding that my interlocutors and I 
find ourselves. 
In the case of my interlocutors, they have come thousands of miles from their place of 
birth to new parents, new kinships, and a new life. The legal and political nature of transnational 
adoption from China, as well as the climate of the One Child Policy, means that so-called “clean 
break” adoptions are fostered by the lack of information about birth family to begin with. Parents 
may choose to adopt from China precisely because the adoptions are “clean break” – there is no 
chance their parenthood can be contested by the birth mother’s physical presence. This idea fits 
into a Western conception of adoption that is ‘not just the placement of children in a new 
prospective home, but also the termination of parental rights by the biological parents” (Martin, 
quoted in Hearst 2012:182). Although this clean break model may seem attractive to adoptive 
parents, it can also increase the uncertainty for adoptees’ in their origins. The desire to resolve 
such uncertainties propels adoptees onto a “quest” as Annabelle referred to it, to find concrete 
resolutions to abstract questions – where do I come from, who are my parents, why was I 
relinquished, and who would I be if I was not? 
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As DTC tests become more financially accessible to the average American, adoptees are 
increasingly using these tests to search for answers to their questions. PGT technologies are 
based on widely accepted bioanthropological theories of human migration and variance, but the 
algorithms programmed to interpret the raw data generated from a kit make assumptions worth 
examining. For the purposes of clarity and statistical reasoning, there is an assumed “purity” in 
ancestral populations – someone could be “100% Irish” or “100% Chinese.” This assumption 
raises – but fails to address – two questions. First, to what extent can a small sample of 
individuals represent an entire population? Second, how does an assumed “purity” fit into the 
historical context of colonization, recent migration, and admixture events? In addition to the 
assumed “genetic purity” of a population, tests explicitly intend to represent a pre-colonial 
snapshot of the world, yet categorize their ancestries according to modern nation-states and 
boundaries, while avoiding engaging with the legacy of colonization. The spatial and temporal 
consequences of creating a pre-Columbian idea of ancestry using modern populations do 
disservice to the genetic legacy of colonialism in places such as Latin America, Africa, and the 
United States, where women of color faced sexual violence at the hands of white men. Finally, 
caucasians comprise the majority of both proprietary and open-access data sets used in 
generating reports due to a combination of factors likely including disposable income, 
community trust in the institution, and competing niche companies. 
Despite these clear flaws in DTC testing, my interlocutors valued the tests as sources of 
information. Although they seemed hesitant to accept the results as fact at times, several were 
excited or proud to find that they were not 100% Chinese and had some Korean, Japanese, or 
other South/East Asian ancestry groups. However, DTC tests served a secondary role in identity 
search through the opportunity to connect with birth relatives who were also part of the 
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company’s database. Prior to the widespread availability of PGT, connecting with birth relatives 
was incredibly difficult if not impossible and often required hiring a searcher in China to help. 
Many of my interlocutors found third, fourth, or fifth cousins through 23andMe, and hope to find 
more as time goes on. 
Through emerging biotechnologies, Chinese adoptees remake kinships with distant birth 
family, as well as with the Chinese nation and material culture. This biogenetic kinship serves as 
an indexical proof of presence in China, and can be further supported through engaging in 
cultural activities, studying Chinese languages, or traveling to China. Though not all of my 
interlocutors felt comfortable extending this kinship beyond the screen at the time of our 
interviews, some felt that the tests had validated their identity as “Chinese” in a way that nothing 
else had before. While many adoptive parents tried to make Chinese culture accessible for their 
children, genetic testing offers a sense of agency and a chance to engage on one’s own terms 
with the larger existential questions driving a desire to know. 
DNA testing seems to provide a certain type of answer to these questions, but I argue that 
it provides information rather than meaning. Information, the raw data and general interpretation 
of the DNA, is decontextualized from the tester’s narrative of life. 23andMe cannot tell a 
customer where they currently live, or where they were born, it can only offer information on 
their parents, grandparents, and previous generations of ancestors. Similarly, the legal and 
cultural frameworks for adoption between the U.S. and China do not create kinships (an 
interpreted meaning) but rather establish a space in which these kinships can form. Knowledge 
of a distant birth family and life in China does not in and of itself offer a narrative of how an 
adoptee reached the United States. These knowledges are statements of fact, or of reality, but 
require further work to become significant and meaningful. It is this idea of meaning, of deciding 
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what and who and which details are important or significant to their lives, that underlies the 
partiality of narratives and that makes each of my interlocutors and myself individual and non-
objective persons. How my interlocutors and I interpret statements of fact - the work we 
undertake in order to understand and make sense of a complex genomic network or the 
relationships adoptees have built with their adoptive families as they navigate their own identity - 
are each processes of making meaning from information and context. 
This thesis began as an exploration of the aforementioned meaning-making process 
within a niche population on a niche topic. Arguably, as a bachelor’s thesis, I should pick a niche 
topic in order to achieve the goal of this exercise – to write a thesis from start to finish. However, 
I did not want to do research for the sake of doing research, and I wanted to ask more from my 
thesis process than to produce knowledge because I could. I believe research needs to have 
direct, meaningful, and ideally positive, impacts on the subject population, or on humanity in 
general. Furthermore, given my positionality and the history of anthropology I did not, as I said 
in one interview “want to propagate these systems of white people coming in [to the field] and 
being like “I want to know things!” and then leaving and not really doing anything like, in 
return” (Interview, January 20 2018). I have offered transcripts and copies of my thesis to each 
of the people I interviewed – see Chapter 4 for a longer discussion on this – but moreover, I 
chose this topic because I argue that it has a significant impact both within the context of my 
field site and within the larger post-genomic society we live in. 
This research lies at the intersection of biological and cultural anthropologies. I have 
chosen to study genetics in the context of kinship and adoption. As a result, my thesis spans both 
biological and cultural anthropology literatures, and requires a quantitative and ethnographic 
approach. I have two chapters of literature review because the biological and cultural are so 
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separated within the traditional four-field division of Anthropology that the majority of my 
sources do not overlap with one another. My research is fairly unique in its own right, and I 
believe this has the potential to benefit my field site because it represents them in academic 
literature. This thesis serves as a platform for other students and scholars to build upon and 
begins steps toward a more integrated approach to studying genetics and adoption. Given the 
history of activism and education in the Korean transnational adoption community, I fully 
believe that as more children adopted from China come of age, particularly in a climate of civil 
action around political issues, these children will take on a mantle of scholarship and activism. I 
hope this thesis offers a chance to engage with adoptive identities, even if that engagement 
disagrees with my conclusions. Good scholarship should be open to revision. 
More broadly, I hope this thesis will add to the current discourses on the post-genomic 
society through examining how a particular group of consumers uses and engages with DTC 
genetic tests. Reardon (2017), Bliss (2018), and TallBear (2013) have all focused extensively on 
the culture of consuming genetic or genomic information in recent years, but literature 
continuously cites the same classic examples and archetypal controversies. These examples 
remain in use because a well-versed scholar (or even an average student) will have enough 
context to understand the example without extensive explanation. However, these examples are 
moving further into the past with each year, and I argue that it is time to incorporate new 
examples of genetic engagement. This thesis certainly leaves room for expansion and 
improvement; future investigations could further consider the impact of mitochondrial and Y-
chromosome haplotypes, engage with parents more actively, or examine how recent and 
forthcoming regulations, approvals, and structural changes between PGT companies and the 
federal government have impacted the information these companies share in their reports. As 
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PGT becomes more common, tests more sophisticated, and conclusions more precise, 
understanding how this information is consumed, reiterated, and embodied is key to 
understanding how best to deliver it. By considering the ethical implications about race and 
identity in PGT, and seeking to understand how communities engage with the information they 
recieve both individually and collectively, anthropologists may better convey an understanding 
that identity, history, and family legend are complex multifaceted things often, like our own little 
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First Name: Adam Last Name/Family Name: Van Arsdale 
Office phone: (781) 283 2935 Email: avanarsd@wellesley.edu 
Department: Anthropology 
 
Student Investigator: Complete this application in collaboration with the individual serving as your 
Academic/Research Advisor to provide the information needed for a human subjects review. 
 
Academic/Research Advisor: The Academic/Research Advisor is responsible for the ethical conduct of 
research by the student investigator, and for compliance with any additional requirements of their 
department. 
 
* Before completing this form, both the student investigator and the Academic/Research Advisor should 
review the Wellesley College Student IRB Guide. 
 
Training Requirement: The student investigator must complete one of the following web-based training 
courses:  
• NIH training, at http://phrp.nihtraining.com/. You will need to register first before taking the 
course. Be sure to print out the certificate at the end of the web based course and include it with 
this application when you send it to your Academic/Research Advisor. 
• CITI Responsible Conduct of Research training provided by the Wellesley College Office of 
Sponsored Research (see Office of Sponsored Research for link) which includes a human subjects 
module. Upon completion of the course, the Office of Sponsored Research will automatically 
receive a completion notification, so you do not need to submit that with this application.  
 
Research Description: 
1-2 sentence description of the research: 
 
My research seeks to understand how adults adopted from China as young children do (or do not) engage with 
personal genomics testing, and to understand how this new technology plays a role in developing one’s identity as 
a transnational and multicultural individual, particularly when the circumstances surrounding one’s birth and 
adoption are perhaps unclear. 
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Research question(s): 
• Personal Genetic Testing (PGT) is rapidly becoming more financially and culturally accessible. 
Given these changes, how do adults adopted from China as young children engage with PGT? 
• Are adoptees using PGT as a means to understand their own origins, their potential medical risks 
and future, or to find members of their biological family? 
• How does PGT inform their sense of identity as a transnationally (and often transracially) 
adopted person? 
• How does their understanding align with current anthropological discourses on PGT, identity 
politics, and genetic conceptions of race? 
• Finally, if members of this population choose not to use PGT, why not? 
 
Participants: Who will be the participants in the research – who are you studying and from whom are 
you collecting data? How will participants be recruited? Does your sample selection meet the principle 
of “justice”? If not, why not? Are “special classes” of research participants, such as children (individuals 
under 18) or prisoners, included? 
 
I will spend time observing and participating in public internet social forums on adoption, and in forums 
hosted by 23andMe and AncestryDNA, the two largest personal genomics companies in the U.S. I 
expect to interact with several hundred people over the course of this research in varying degrees. I 
anticipate fewer than 40 people will become consistent informants in this population, and will range in 
age between 18 and 40. I will not target any particular health status for this work; the only inclusion 
criteria are that the person must be 18 or over, and adopted from China to the U.S., Canada, or other 
“Western” country. 
 
Methods Overview: What data will you collect, and how will you collect it? From whom/what source 
(interviews with the study participants, questionnaires completed by teachers, doctors’ records, 
observations [of what, where, how], participant observations [in what settings], etc.)? Will the 
information collected include identifiable private information, or involve intervention or interaction with 
the participants in the study?  Will you be using existing records or data [this does not include published 
studies, journal articles or books]?  
 
I will be collecting data based on forum posts, personal message exchanges with forum members, and 
possible (though likely limited) face-to-face research as I begin to develop relationships within the 
community. I will not be collecting information relevant to a participant’s PGT report, including their 
results, and their health or disease risk assessments. I am only interested in how this information is 
processed and consumed by the population I am studying. In addition, I will not intentionally collect or 
publish identifying information, including username, full or legal name, location, citizenship status, IP 
address, identity offline, and case-specific information about a participant’s birth, placement, and 
adoption. I intend to use non-identifying pseudonyms for any participants quoted or referenced in the 
writing portion of this thesis. I do intend to collect quotes, thoughts, and other messages relevant to my 
research, and will publish gender, age, and the self-reported race/ethnicity of adoptive parents, unless 
revealing these things potentially compromises the anonymity of a participant. 
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Measures & procedures (includes questionnaires, surveys, experimental procedures, structured 
interview questions, open-ended interview guides, observational measures/codes, participant 
observation procedures): If you are using widely-known measures or experimental procedures, give 
the formal name and a brief description – you do not need to attach these measures/procedures. If you 
are using open-ended interviews, describe the topics you will cover. If you are using observations, 
including participant observation, describe the procedures. If you are developing measures of your own, 
describe the general content and procedures; your faculty advisor will let you know if you need to attach 
copies of the measures. 
 
Because this work is ethnographic in nature, I will use a non-structured or semi-structured interview 
format, asking questions relevant to the topic of conversation, and recording responses verbatim. I have 
included sample questions with this proposal that cover aspects of adoptive identity, motives for 
personal genetics testing, and how personal genetics testing reports have influenced my subject’s sense 
of self. 
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Risks: 1. A discussion of the risks of the study, and their likelihood and potential seriousness. Common 
risks are (a) emotional distress if discussing personal or sensitive topics; (b) risks from disclosure if 
someone outside the study learns of the participant’s responses or behavior. Student research should 
not involve more than minimal risk to human subjects (minimal risk means risks comparable to 
those encountered in daily life or during a routine visit to a health care provider). 
 
There are minimal risks associated with participation in this study. Participants may experience some 
emotional distress around discussing their adoption. This outcome is well within the range of normal 
responses to discussing one’s adopted status. There are no other significant risks associated with the 
outcomes and research in my study. There are risks associated with engaging in potentially personal 




2. Include a discussion of what will be done to minimize the risks, including risks to confidentiality. 
Common ways to minimize risks include (a) telling the participant they are free to skip or refuse to 
answer any question or to stop the study at any time; (b) using ID numbers or pseudonyms instead of 
real names and disguising the identity of individuals in papers, presentations or publications; (c) storing 
data/measures securely [password-protected computer files, locked file cabinet or office) and only 
allowing the research team (investigator, advisor – specify) to access the data/measures; (d) destroying 
data, video or audio-recordings, etc. after the study is completed [“completed” includes after 
publication].  
 
By limiting the amount of confidential or identifying information that will be published or requested, 
and by anonymizing informants through pseudonyms, I hope to limit the risk of participants. There are 
risks associated with internet security, but as the three biggest websites I intend to use are Google, 
Facebook, and the DNA companies, the security measures to prevent data breeches are well established 
and high-quality. Each of these companies requires users to acknowledge the risks associated with 
security breeches in the Terms and Conditions of Use, and outlines the measures taken to assure secure 
storage of information. As a result, the risk associated with disclosing personal information are part of 
the user experience rather than my specific research. Participants quoted directly or interacted with 
beyond a superficial level will be asked to sign an informed consent form which will be an anonymous 
Google form. I will not have access to any personal information from these forms, including an email or 
IP address. A list of pseudonyms will be kept in an excel spreadsheet that is password protected and 




3. What provisions have been made in the event that the participants are harmed by the research? For 
example, if there is a risk of emotional distress, do you reduce this risk by reminding participants that 
they can stop the study at any point, or refuse to answer questions? If this risk is serious enough that 
the participant would likely need medical or mental health services, this is probably not a “minimal risk” 
study, and the review should be done by the full IRB committee. Discuss with your research advisor 
and the IRB chair. 
 
Participants are free to revoke consent for the use of their direct quotes at any point until the thesis is 
submitted to the Committee, or to refuse to answer a question. 
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Deception: If your research involves deception, provide (1) a justification for the deception; (2) the risks 
associated with deception; (3) a description of the debriefing procedure [when, where, by whom]; (4) 
attach a copy of the script for debriefing, which should explain that deception occurred, the reason 




Benefits: A discussion of the benefits of the research, and analysis of the risks to the participants 
relative to the anticipated benefits to the participants and to the importance of the knowledge that may 
reasonably be expected to result [do the benefits outweigh the risks?]. Do not oversell the benefits. 
 
The risks associated with this research are offset by the conclusions of this study, which aims to explore 
how emerging biotechnology is connecting a globalized world and re-shaping ideas of kinship and 
identity for the adoptees who engage with them. 
Informed consent procedures: Informed consent is a process, not just a form. Describe the informed 
consent process: what will you tell possible participants, when? Address recruitment and other 
communications with potential participants, as well as signing informed consent forms. Attach a copy 
of the informed consent form. 
 
In order to obtain informed consent from participants, they will be asked to acknowledge an informed 
consent form based on Google Survey. Only I will have access to the list of signatories. Participants will 
be asked for their online name for record-keeping purposes, and must verify that they are over the age of 
18 and able to consent to participate. In the interest of providing clarity and transparency about my 
position as a researcher, my profile will include an explanation of who I am, what I am studying, and 
what my purpose is, in addition to a link to the Google survey for informed consent. While I anticipate 
meeting with participants face to face only in a small minority of cases, I will have additional informed 
consent forms for such meetings with the same information. I acknowledge that this approach will make 
it impossible for me to truly verify the identity and information provided to me by informants, but this is 
an acceptable limitation given the confidentiality it provides informants. 
A copy of the informed consent text is attached. 
 







As Principal Investigator of this study, I assure the Wellesley College IRB that: 
The information provided in this form and attachments is correct. I will seek and obtain written approval 
from the IRB before making any substantive modifications to the information, procedures and consent 
forms in this application, as well as any changes in faculty advisors or co-investigators. I will not begin 
my research until I have received notification of IRB approval from the IRB. I will comply with all IRB 

Informed	Consent	Paragraph:	“As	a	student	at	Wellesley	College,	I	am	conducting	this	research	for	my	senior	honors	thesis.	My	research	focuses	on	how	Chinese-American	Adoptees	engage	with	personal	genomics	testing,	and	how	consuming	this	information	alters	traditional	methods	of	narrative	generation	about	their	birth	families.		As	a	participant	in	this	research,	what	you	communicate	to	me	in	personal	message	(PM/DM)	on	these	forums	or	in	public	discourse	on	the	forum	may	be	quoted	in	the	final	product.	Neither	your	personal	information	(including,	but	not	limited	to,	name	or	username,	citizenship	status,	identity	offline,	information	about	your	birth,	the	location	of	your	IP	address,	your	genetic	information),	nor	the	specific	details	of	your	PGT	report	will	be	disclosed	as	part	of	this	study.	Your	commentary,	and	non-identifying	general	characteristics	(eg:	gender,	age	range,	the	race/ethnicity	of	your	adoptive	parents)	may	be	used.	Anyone	quoted	will	be	given	a	pseudonym.	This	information	will	be	presented	as	part	of	a	written	body	of	work,	submitted	to	the	thesis	committee	for	defense,	and	published	as	a	print	copy	for	personal	use.	In	addition,	this	thesis	will	reside	in	the	College’s	digital	archives	and	may	be	accessed	by	other	researchers	and/or	students,	who	may	reproduce	portions	of	your	quotes	in	their	own	work.”		By	checking	this	box,	you	agree	that	you	have	a)	read	the	above	passage,	b)	understand	the	purpose	of	this	study,	the	parameters,	and	the	degree	to	which	your	information	is	protected,	c)	agree	to	what	has	been	set	forth	above	and	consent	to	participate	in	this	study	and	d)	are	over	the	age	of	18.		Please	list	your	[Username/Facebook	Name]	for	record	keeping	purposes	(this	survey	is	anonymous	and	will	not	display	your	email	or	IP	address).		 	
Sample	Questions:		What	do	you	(Chinese	Adoptee)	know	about	your	origin	in	China	and	your	journey	to	the	U.S.?		How	did	your	parents	address	your	adoption?	Who	brought	the	topic	up	as	conversation?	How	did	these	conversations	go?		What	kinds	of	questions	did	you	have	for	your	parents	about	your	adoption	and	heritage?		How,	if	at	all,	did	your	parents	specifically	incorporate	Chinese	culture	into	your	upbringing	(Chinese	New	Year?	Food?	Language	classes?).	Looking	back	do	you	wish	they	had	done	more	or	less?		How,	if	at	all,	did	your	parents	incorporate	their	cultural	heritage	into	your	upbringing	(religious	holidays,	family	traditions,	recipes,	etc.)?		Who	and/or	what	informed	your	decision	to	use	PGT?		What	did	you	hope	to	gain	from	your	report?	Did	you	gain	what	you	had	hoped	or	expected?		Did	you	share	your	report	with	your	parents	or	other	significant	people	in	your	life?		What	was	your	initial	reaction	to	the	report?		How	have	your	feelings	towards	the	information	in	your	report	changed	since	initially	receiving	it?		Would	you	use	PGT	again	for	the	reasons	you	did	initially?	Would	you	make	the	same	choice	for	different	reasons,	knowing	what	you	know	now?		Have	you	considered	using	PGT	to	try	and	find	birth	family	members?		How	did	you	get	involved	in	connecting	with	other	adoptees	and	PGT	users?		What	aspects	of	this	group	encouraged	you	to	remain	a	participating	member?		How	has	having	a	community	based	around	shared	identity	shaped	your	response	to	your	PGT	results?	Are	there	questions	you	didn’t	have	before	that	you	have	now?			
